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NIANUINT 1 WHWTALTANINTUIRIALEULENIUE pUCT18 (Messing WATAN
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1] e
Ala Leu Aa
CG AGC TCG GTA CCC GGG GAT CCT CTA GAG TCG ACC TGC AGG CAT GCA AGC TTG GCA CTG GCC

15 16 17 18 B
Ala Cys Alg Ser Thr Leu Giu Asp Pro Arg Vai Pro Ser Ser Amn
ATG ACC ATG ATT ACG CCA AGC TTG CAT GCC TGC AGG TCG ACT CTA GAG GAT CCC CGG GTA CCG AGC TCG AAl
e o - = | | L 1
L | L J L J L _ L ]
Hindili Sphi Pstt Sait Xbal BamHl  Smal  Kpnl Sact EcoRl
Accl Xmai

Hinctt

In pUC118, the Ecoﬂl site lies immediately downstream from Pjac. In pUCT19, the Hindlll site kies immediatety downstream from Pac.
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DIANUINT 2 LHUNLTANTNTUTBIALBUIENIUNE pUCT8 WaT pUC19 (Maniatis

. ACGAATTCGAGCTCGGTACCCGGGGATCCTCTAGAGTCGACCTGCAGGCATGCAAGCTTGGCACTG

UwazAtUY, 1982)
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Elledge wae Davis, 1989)

Eco0109 I 33977

Xnn I

Sca I 3480
Pvu I 3369
Ava II 3362

Fsp I 3222
Ase I 3173
Ava II 3140
3gl I 3116
Cfri0 I 3082

608 Cla I
644 Nde I

928 Dra III

1004 Ban II
1034 cCfrl0o I
1034 Nae I

1517 Bgl I
1328 Fsp I
1548 Pvu I
1578 Pvu II
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cloning sites
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ﬁwaqﬁ'l‘h"lum?wmam
\sansndu | NaCl Tris-HCI Tris-HCI MgCl, | KCI HOUUY
INCH (mM) | pH 7.4 (mM) | pH 8.0 (mM) | (mM) | (mM) ©
Acc | - — "/)M 10mM | — 37
EcoR | 100 mM 50 0 mM — 37

Hind I 50 mM mM — 37
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Hpa | — M | 50 mM . 37

Kpn | — 5mM | 50 mM 37

Mlu | 100 mM 10 mM — 37

Nde | 50 m — 37
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Sma I = 20 mM — 5mM | 50 mM 37
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Alkalophilic Bacillus, sp. #.17-1
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Bacillus circulans strain # 8
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Klebsiella pneumoniae
0.45 > 0.6 0.3/0.2 | 0.6

2% kb
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