CHAPTER 5
CONCLUSION
In this research, proteins from Bungarus candidus venom were studied. Firstly,

crude proteins were separated by sodium dodecyl sulfate polyacrylamide gel

electrophoresis and ion exchange chromatography. The gel electrophoresis results
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obtained from gel weregfurtf red yept 1"\ mapping technique. The

8, the tryptic fragment which

results of searched datal he N-terminal sequencing

result of protein A has foung KD_QKV. In addition, the N-
terminal sequencing of protg W _‘.' IIRYT which has 12 residues. The
result of peptide mass mé pi 'fr__l"x ich analyzed by MALDI-TOF, was

candoxin.

'é sequenced by ESI-Q-TOF.
The amino acid sequ%es of S are VCA SG% YCFKESWR and EARGTR,

Furthermore, 1

which same as the eighteenth to thirty eighth amino acids residues from N-terminal of

candoxin. |nﬁ%&|47 ’ﬁe?ﬂ@ %m‘i w Hcﬁrﬁ)‘@ was seemed to be

the fifty ninth t&"&xty sixth amino ac@ residues of candoxm The percentage of identity
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candoxin. It might be a new protein. Therefore, further analysis of this protein is

required to perform a full sequence.
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