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d HD 450 !
GV '500 !
pH8.0 4 MHCI
TBE (10X) - ) TBE (1X) 119 (10X: d H)

2. LB medium and plate
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0. 5. Yeast extract
1% NaCl
(Agar 15¢g/)

1 Tryptone 59 Yeast extract 2.5 ¢ NaCl5g d H2 400 ml
2. pH 7.0 NaOH

3 d HD 500 m|

4, Agar 7.5¢

B.
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1. Autoclave 15-20 121°c

8. 55°c

9. 50 pg / ml ampicillin

10.
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4°c
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2. -20°C
3.

37°c

X-gal (stock solution )40 M sterile dH2) 50 Ji

1

spread
: I
15 min.
b 4°c 2 **
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Tris- Cl pH 3.0 030g (25 mM)
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3. Tl ' 4° C

N
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L Orcine 2¢  glacial acetic acid 45 ml
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