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APPENDIX A 

SAMPLING DATA

A1. Great Argus (A rgus ianus argus argus) data from Sampling site and date collection 

at other sources.

Number Sex Sampling site Region Code

Date of 

collection

1 M Hala Bala wildlife sanctuary ร AAMJHLBL1 February 2005

2 F Hala Bala wildlife sanctuary ร AAF_HLBL2 February 2005

3 M Hala Bala wildlife sanctuary ร AAM_HLBL3 February 2005

4 Ul

Khao Pratabcharng wildlife 

research and breeding station พ AAULPTC1 26-01-2005

5 Ul

Khao Pratabcharng wildlife 

research and breeding station พ AAULPTC2 26-01-2005

6 Ul

Khao Pratabcharng wildlife 

research and breeding station พ AAULPTC3 26-01-2005

7 M

Khao Soi Dao wildlife research and 

breeding station E AAM_SD1 08-11-2003

8 M

Khao Soi Dao wildlife research and 

breeding station E AAM_SD2 08-11-2003

9 F

Khao Soi Dao wildlife research and 

breeding station E AAF_SD3 08-11-2003

10 F

Individual farm in Amphoe 

Sattaheep, Chonburi Province E AAF_STH1 14-08-2004

11 .
M

Individual farm in Amphoe 

Sattaheep, Chonburi Province E AAM_STH2 14-08-2004
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A2. Red Junglefowl (Gallus gallus spadiceous) data from Sampling site and date

collection at other sources.

Number Sex Sampling site Region Code

Date of 

collection

1 M Ftuay Kha Kaeng Wildlife Sanctuary พ GGSM_HKK1 22-08-2004

2 F Huay Kha Kaeng Wildlife Sanctuary พ GGSF_HKK2 22-08-2004

3 M Fluay Kha Kaeng Wildlife Sanctuary พ GGSM_HKK3 22-08-2004

4 F

Ftuay Yang Pam wildlife research 

and breeding station N GGSF_HYP 22-08-2004

5 M Fluay Kha Kaeng Wildlife Sanctuary พ GGSM_HKK6 13-02-2005

6 M Fluay Kha Kaeng Wildlife Sanctuary พ GGSMJHKK7 13-02-2005

7 F Fluay Kha Kaeng Wildlife Sanctuary พ GGSF_HKK8 13-02-2005

8 M

Phatthalung wildlife research and 

breeding station ร GGSM_PTL21 26-01-2005

9 F

Phatthalung wildlife research and 

breeding station ร GGSF_PTL24 26-01-2005

10 M

Phatthalung wildlife research and 

breeding station ร GGSM_PTL25 26-01-2005

11 M Satun ร GGSM_ST 1 27-01-2005

12 F Satun ร GGSF_ST2 27-01-2005

13 F Satun ร GGSF_รT3 27-01-2005
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A3. Siamese Fireback (Lophura diardi) data from Sampling Site and date collection at

other sources.

Number Sex Sampling site Region Code

Date of 

collection

1 F

Phu Khieu wildlife research and 

breeding station NE LDF_PK1 19-08-2004

2 M

Phu Khieu wildlife research and 

breeding station NE LDM_PK2 19-08-2004

3 M

Phu Khieu wildlife research and 

breeding station NE LDM_PK3 19-08-2004

4 M

Individual farm in Amphoe 

Sattaheep, Chonburi Province E LDM_STH1 14-08-2004

5 F

Individual farm in Amphoe 

Sattaheep, Chonburi Province E LDF_STH2 14-08-2004

6 F

Individual farm in Amphoe 

Sattaheep, Chonburi Province E LDF_STH3 14-08-2004

7 M

Khao Pratabcharng wildlife 

research and breeding station พ LDM_PTC1 25-12-2004

8 M

Khao Pratabcharng wildlife 

research and breeding station พ LDM_PTC2 25-12-2004

9 M

Khao Pratabcharng wildlife 

research and breeding station พ LDM_PTC3 25-12-2004

10 M

Khao Soi Dao wildlife research 

and breeding station E LDM_SD4 29-01-2005

11 F

Khao Soi Dao wildlife research 

and breeding station E LDF_SD5 29-01-2005

12 M

Khao Soi Dao wildlife research 

and breeding station E LDM_SD6 29-01-2005



A4. Green Peafowl (Pavo ทานticus imperator) data from Sampling site and date

collection at other sources.

Number Sex Sampling site Region Code

Date of 

collection

1 M

Khao Pratabcharng wildlife 

research and breeding station พ PMM_PTC1 25-12-2004

2 F

Khao Pratabcharng wildlife 

research and breeding station พ PMF_PTC2 25-12-2004

3 F

Khao Pratabcharng wildlife 

research and breeding station พ PMF_PTC3 25-12-2004

4 M

Fluay Yang Parn wildlife research 

and breeding station N PMM_HYP 19-08-2004

5 M Pong Wild, Payao province N PMM_P 19-08-2004

6 F

Lumpang Wild, Lumpang 

province N PMF_LP 19-08-2004

7 F

Chiang Khong Wild, Chiang Rai 

province N PMF_CK 19-08-2004

8 F Surin Wild NE PMF_SR1 02-08-2004

9 M Surin Wild NE PMM_SR2 02-08-2004

10 M Surin Wild NE PMM_SR3 02-08-2004

11 M

Phu Khieu wildlife research and 

breeding station NE PMM_PK1 19-08-2004

12 F

Phu Khieu wildlife research and 

breeding station NE PMF_PK2 22-08-2004

13 F

Khao Soi Dao wildlife research 

and breeding station E PMF_SD4 29-01-2005
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A4. Green Peafowl (Pavo m uticus im pera to r) data from Sampling site and date 

collection at other sources (continued)

Date of

Number Sex Sampling site Region Code collection

M Khao Soi Dao wildlife research E PMMJSD5 29-01-2005

14 and breeding station

M Khao Soi Dao wildlife research E PMM_รอ6 29-01-2005

15 and breeding station

Ul Ping River watershed, Amphoe N PING1 May 2005

16 Li, Lampun province

III Ping River watershed, Amphoe N PING2 May 2005

17 Li, Lampun province

Ul Ping River watershed, Amphoe N PING3 May 2005

18 Li, Lampun province
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A5. Creasted Wood Partridge (Rollulus roulroul) data from Sampling site and date

collection at other sources.

Number Sex Sampling site Region Code

Date of 

collection

1 M Individual Farm in Bangkok c RRM_BKK 26-01-2005

2 F

Khok Mai Rua wildlife research 

and breeding station ร RRF_KMR1 26-01-2005

3 M

Khok Mai Rua wildlife research 

and breeding station ร RRM_KMR2 26-01-2005

4 M

Amphoe Sattaheep, Chonburi 

Province E RRM_STH1 14-08-2004

5 F

Amphoe Sattaheep, Chonburi 

Province E RRM_STH2 14-08-2004

6 F

Amphoe Sattaheep, Chonburi 

Province E RRM_STH3 14-08-2004

7 M

Khao Pratabcharng wildlife 

research and breeding station พ RRM_PTC1 25-12-2004

8 M

Khao Pratabcharng wildlife 

research and breeding station พ RRM_PTC2 25-12-2004

9 M

Khao Pratabcharng wildlife 

research and breeding station พ RRM_PTC3 25-12-2004
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APPENDIX B

B1. Fragment Sharing of FtAPD patterns observe in intraspecies of Great Argus 

(A rgusianus argus argus) when analyzed by primer OPA-18, OPC-02, OPP-03, UBC- 

133 and UBC-135.

Primer OPA-18

Code

Size (bp)

1200 1100 1000 900 850 800 700 600 590 580 550 500 450 410 380 300 280

HLBL1 1 1 2 1 2 1 1 1 2 2 2 1 1 2 1 1 1

HLBL2 1 2 2 2 1 1 1 2 1 2 1 2 1 2 1 1 1

HLBL3 2 1 1 1 2 1 2 1 2 1 2 2 2 2 2 2 2

PTC1 1 2 2 2 1 2 1 1 2 2 2 1 1 1 2 1 1

PTC2 1 2 2 2 1 2 1 1 2 2 2 1 1 1 2 1 1

PTC3 1 2 2 2 1 2 1 1 2 2 2 1 1 2 2 1 1

SD1 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2

SD2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2

SD3 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 1 2

STH1 2 2 2 2 2 2 1 2 2 2 2 1 1 2 2 1 2
STH2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 1 2

Primer OPC-02

Code

Size (bp)

1300 1200 950 900 880 800 750 720 700 650 550 500 480 450 350 300 250

HLBL1 2 2 2 2 1 2 1 2 2 1 1 2 2 2 2 2 1

HLBL2 2 2 1 2 2 1 2 2 2 1 1 2 1 1 1 2 2

HLBL3 1 1 2 1 2 2 2 1 2 1 1 2 1 1 2 2 2

PTC1 1 1 2 1 1 2 1 2 1 2 1 1 2 2 1 2 2
PTC2 1 1 2 1 2 1 1 2 1 2 1 1 2 2 1 2 2

PTC3 2 2 2 2 2 2 1 2 1 2 1 1 2 2 2 2 2

SD1 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2

SD2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2

SD3 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2

STH1 2 2 2 2 2 2 2 2 2 2 1 2 2 2 2 2 2

STH2 2 2 2 2 2 2 2 2 2 2 1 2 2 2 2 1 2
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Primer OPP-03

Code

Size (bp)

1500 1400 800 720 700 650 550 500 480 450 380 340 300 280

HLBL1 2 2 1 1 2 1 1 2 2 2 2 2 2 1

HLBL2 2 2 2 2 1 2 2 1 2 2 1 2 2 1

HLBL3 1 2 2 2 2 2 1 2 1 2 2 1 1 2

PTC1 2 1 2 2 2 2 2 1 2 1 1 2 2 1

PTC2 2 1 2 2 2 2 2 1 2 1 1 2 2 1

PTC3 1 1 2 1 2 2 2 1 2 2 1 2 2 1

SD1 2 2 2 2 2 2 2 1 2 2 2 2 2 1

SD2 2 2 2 2 2 2 2 2 2 2 2 2 2 2

SD3 2 2 2 2 2 2 2 2 2 2 2 2 2 2

STH1 2 2 2 2 2 2 2 2 2 2 2 2 2 2

STH2 2 2 2 2 2 2 2 2 2 2 2 2 2 2

Primer UBC-133
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Primer UBC-135

Code

Size (bp)

1200 1000 900 850 800 680 650 500 420 320 250

HLBL1 1 2 1 2 2 2 1 1 1 1 2

HLBL2 2 1 2 2 2 2 2 1 2 1 2

HLBL3 2 2 1 2 2 2 2 1 2 2 2

PTC1 2 2 2 2 2 2 2 1 1 2 2

PTC2 1 1 2 1 1 1 2 1 1 2 2

PTC3 1 2 2 1 2 1 2 1 1 2 2

SD1 2 2 2 2 2 2 2 1 2 2 2

SD2 2 2 2 2 2 2 2 2 2 2 2

SD3 2 2 2 2 2 2 2 1 1 2 1

STH1 2 2 2 2 2 2 2 2 2 2 2

STH2 1 2 2 2 1 2 2 1 1 2 1

B2. Fragment Sharing of fRAPD patterns observe in intraspecies of Red Junglefowl 

(Gallus ga llus spad iceous ) when analyzed by primer OPA-18, OPC-02, OPP-03, UBC- 

133 and UBC-135.

OPA-18

Code

Size (bp)

1000 900 800 700 500 400

HKK1 1 1 1 1 1 1

HKK2 1 1 1 1 1 1

HKK3 1 1 1 1 1 1

HYP 2 1 1 1 1 1

HKK6 2 1 1 1 1 1

HKK7 2 1 1 1 1 1

HKK8 1 1 1 1 1 1

PTL21 1 1 1 1 1 1

PTL24 2 1 1 1 1 1

PTL25 1 1 1 1 1 1

ST1 1 1 1 1 1 1

ST2 1 1 1 1 1 1

ST3 1 1 1 1 1 1
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0 PC-02

Size (bp)

Code 1200 1100 900 720 650 500

HKK1 1 1 1 1 2

HKK2 1 2 1 1 2

HKK3 1 1 2 1 1 2

HYP 1 1 2 1 1 2

HKK6 2 1 2 1 1 2

HKK7 2 1 2 1 1 2

HKK8 1 1 2 1 1 2

PTL21 2 1 2 1 1 1

PTL24 2 1 2 1 1 1

PTL25 2 2 1 1 2

ST1 1 2 1 1 2

ST2 1 1 1 1 1 1

ST3 2 2 2 1 1 2

OP P-03

Size (bp)

Code 1500 1400 1200 1000 900 650 450 400

HKK1 1 2 1 1 2 2 1 1

HKK2 1 1 1 1 2 2 1 1

HKK3 1 1 1 1 2 2 1 1

HYP 1 1 1 1 2 1 1 1

HKK6 1 1 1 1 2 1 1 2

HKK7 2 2 2 1 1 1 1 1

HKK8 1 1 1 1 1 1 1 1

PTL21 1 1 1 1 1 1 1 2

PTL24 1 1 1 1 1 1 1 2

PTL25 1 1 1 1 2 1 1 2

ST1 1 1 1 1 1 1 1 1

ST2 1 1 1 1 1 1 1 1

ST3 1 1 1 1 1 1 1 2
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UBC-133
Size (bp)

Code 1400 1200 1000 850 700 600 550 400

HKK1 1 1 2 1 1 1 1 1

HKK2 1 1 2 1 1 1 1 1

HKK3 1 1 2 1 1 1 1 1

HYP 2 2 1 1 1 1 1 1

HKK6 1 1 2 1 1 1 1 2

HKK7 2 1 2 1 1 1 1 2

HKK8 1 1 2 1 1 1 1 1

PTL21 1 1 1 1 1 1 1 1

PTL24 1 1 1 1 1 1 1 1

PTL25 2 1 1 1 1 1 1 1

ST1 1 1 1 1 1 1 1 1

ST2 2 1 1 1 1 1 1 1

ST3 1 1 1 1 1 1 1 1

UBC-135

Size (bp)

Code 1300 1100 950 900 700 600 500 420 300

HKK1 2 1 1 2 1 2 2 1 2

HKK2 2 1 1 2 1 2 2 1 2

HKK3 2 1 1 2 1 2 2 1 2

HYP 2 1 1 1 1 2 1 1 2

HKK6 2 1 1 1 1 2 2 1 2

HKK7 2 2 2 2 1 2 1 1 2

HKK8 2 1 1 1 1 2 1 1 1

PTL21 1 1 1 1 1 1 2 1 2

PTL24 2 1 1 2 1 2 2 1 2

PTL25 2 2 2 2 1 2 2 1 2

ST1 1 1 2 1 1 1 2 1 2

ST2 1 1 1 1 1 1 2 1 2

ST3 1 1 1 1 1 1 2 1 2
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B3. Fragment Sharing of RAPD patterns observe in intraspecies of Siamese Fireback 

(Lophura d iard i) when analyzed by primer OPA-18, OPC-02, OPP-03, UBC-133 and 

UBC-135.

OPA-18

Code

Size (bp)

850 750 700 650 580 500 420 350 300 280

PK1 1 1 1 1 1 2 1 1 1 1

PK2 1 1 1 1 1 2 1 1 1 2

PK3 2 1 2 1 1 2 1 1 1 2

STH1 1 1 1 1 1 2 1 1 1 2

STH2 2 2 2 2 1 2 1 1 1 2

STH3 2 1 2 2 1 1 1 1 1 1

PTC1 1 2 1 1 1 1 1 1 1 1

PTC2 1 2 1 1 1 2 1 1 1 1

PTC3 1 1 2 1 1 2 1 2 1 1

ร D4 1 2 1 1 1 1 1 2 1 1

SD5 1 2 1 1 1 2 1 2 1 1

SD6 1 1 1 1 1 2 1 1 1 2

OPC-02

Code

Size (bp)

800 650 600 550 500 400 300

PK1 2 1 1 1 1 1 1

PK2 2 1 2 1 1 1 2

PK3 2 2 2 2 1 1 2

STH1 2 1 1 1 1 1 1

STH2 2 1 2 1 า 1 2

STH3 2 1 2 1 1 1 2

PTC1 1 1 1 1 1 1 2

PTC2 2 1 1 1 1 1 2

PTC3 2 1 2 1 1 1 1

รอ4 2 1 2 1 1 1 2

SD5 2 1 2 1 1 1 2

รอ6 2 2 2 2 1 1 2
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OPP-03

Code

Size (bp)

1500 1300 1200 900 800 650

PK1 2 2 2 2 2 2

PK2 2 1 1 1 2 2

PK3 2 1 1 2 2 2

STH1 2 2 2 2 2 2

STH2 2 1 1 1 2 2

STH3 2 1 1 1 2 2

PTC1 1 1 1 1 2 2

PTC2 1 1 1 2 2 1

PTC3 1 1 1 1 2 2

SD4 1 1 1 2 2 1

SD5 1 1 1 2 2 1

SD6 1 1 1 2 1 1

UBC-133

Code

Size (bp)

900 700 550 400

PK1 2 2 1 1

PK2 2 1 2 1

PK3 2 2 2 1

STH1 1 1 1 1

STH2 2 2 1 1

STH3 2 2 1 1

PTC1 1 2 1 1

PTC2 1 2 1 1

PTC3 2 2 1 1

SD4 1 1 1 1

SD5 1 1 1 1

SD6 1 1 1 1



1 1 0

UBC-135

Code

Size (bp)

1100 900 800 700 550 500 400

PK1 1 1 1 2 2 2 2

PK2 1 1 1 2 2 1 1

PK3 2 1 1 2 2 1 1

STH1 1 1 1 2 2 2 2

STH2 2 1 1 2 2 1 1

STH3 1 1 1 2 2 1 1

PTC1 1 1 1 1 1 2 1

PTC2 1 1 1 1 1 2 1

PTC3 1 1 1 1 1 2 1

SD4 1 1 1 1 1 2 1

SD5 1 1 1 1 1 2 1

SD6 1 1 1 1 1 1 1

B4. Fragment Sharing of RAPD patterns observe in intraspecies of Green Peafowl (Pavo  

m uticus im pera to r) when analyzed by primer OPA-18, OPC-02, OPP-03, UBC-133 and 

UBC-135.

OPA-18

Code

Size (bp)

1400 1300 1000 750 700 650 600 550 500 480 350

PTC1 1 2 2 2 2 1 2 2 1 2 2

PTC2 1 2 2 2 2 1 2 2 1 2 2

PTC3 1 2 2 2 2 1 2 2 1 2 2

HYP 2 2 2 2 2 1 2 2 1 2 2

P 2 2 2 1 2 1 2 2 1 2 2

LP 2 2 2 1 2 1 2 2 1 2 2

CK 1 2 2 1 2 1 2 2 1 2 2

SR1 1 2 2 2 2 1 2 2 1 2 2

SR2 1 1 2 2 2 1 2 2 1 2 2

SR3 1 2 2 2 2 1 2 2 1 2 2

PK1 2 2 2 1 2 1 2 2 1 2 2

PK2 2 2 2 1 2 1 2 2 1 2 2

SD4 1 2 2 1 2 1 2 2 1 2 2

SD5 2 2 2 2 2 1 2 2 1 2 2

SD6 2 2 2 2 2 1 2 2 1 2 2

PING1 2 2 1 2 2 1 2 2 2 2 2
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PING2 2 2 2 2 1 2 1 1 2 1 1

PING3 2 2 2 2 2 2 2 2 2 1 2

OPC-02

Size (bp)

Code 1000 950 800 700 500 450 420 400 350 320

PTC1 1 1 1 1 1 1 2 2 2 2

PTC2 1 1 1 1 1 1 2 2 2 2

PTC3 1 1 1 1 1 1 2 2 2 2

HYP 2 2 2 2 2 1 2 2 2 2

p 2 2 2 2 2 1 2 2 2 2

LP 2 2 1 2 2 1 2 2 2 2

CK 1 1 1 1 1 1 2 2 2 2

SR1 2 1 1 2 2 1 2 2 2 2

SR2 2 1 1 1 1 1 2 2 2 2

SR3 2 2 1 1 1 1 2 2 2 2

PK1 2 2 1 1 2 1 2 2 2 2

PK2 2 2 1 2 2 1 2 2 2 2

SD4 2 2 1 1 1 1 2 2 2 2

SD5 2 2 1 1 1 1 2 2 2 2

SD6 2 2 2 2 2 1 2 2 2 2

PING1 2 1 1 1 2 1 1 1 2 1

PING2 2 1 2 1 1 2 1 2 1 2

PING3 2 2 2 1 1 1 2 1 2 2

OPP-03

Code

Size (bp)

1100 950 900 850 700 650 600 500 450 400

PTC1 1 1 2 2 2 2 2 2 1 2

PTC2 1 1 2 2 2 1 2 2 1 2

PTC3 1 1 2 2 2 1 2 2 1 2

HYP 2 1 2 2 2 2 2 2 1 2

p 2 2 2 2 2 2 2 2 1 2

LP 1 1 2 2 1 2 2 2 1 2

CK 1 1 2 2 1 2 2 2 1 2

SR1 2 2 2 2 2 2 2 2 1 2

SR2 2 2 2 2 2 2 2 2 2 2

SR3 1 1 2 2 2 1 2 2 1 2

PK1 1 1 2 2 1 1 2 2 1 2

PK2 2 2 2 2 2 2 2 2 2 2
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SD4 1 1 2 2 2 1 2 2 1 2

SD5 1 2 2 2 2 1 2 2 1 2

SD6 2 2 2 2 2 2 2 2 1 2

PING1 2 1 1 1 2 1 1 2 1 2

PING2 1 2 2 2 1 1 1 1 1 1

PING3 2 2 2 2 2 2 2 1 2 2

UBC-133

Code

Size (bp)

1300 1100 900 800 700 650 500 450 400

PTC1 1 1 1 2 2 1 2 1 1

PTC2 1 1 1 2 2 1 2 1 1

PTC3 1 1 1 2 2 1 2 1 2

HYP 1 1 2 2 2 1 2 1 2

P 2 1 2 2 2 1 2 1 2

LP 1 1 1 1 2 1 1 2 2

CK 1 1 1 1 2 1 2 1 2

SR1 1 1 2 1 2 1 2 1 2

SR2 1 1 1 1 2 1 2 1 1

SR3 1 1 1 1 2 1 2 1 1

PK1 1 1 2 1 2 1 2 1 2

PK2 1 1 2 1 2 1 2 2 2

SD4 1 1 1 1 2 1 1 2 2

SD5 1 1 1 2 2 1 1 2 2

SD6 2 2 2 2 2 1 2 2 1

PING1 1 2 1 2 1 2 1 2 2

PING2 1 1 1 1 1 2 2 2 2

PING3 2 2 2 2 1 2 2 2 CNJ
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UBC-135

Code

Size (bp)

1200 950 680 600 550 500 450 400 350

PTC1 1 1 1 1 2 2 1 1 2

PTC2 1 1 1 1 2 2 1 1 2

PTC3 1 1 1 1 2 2 1 1 2

HYP 2 1 1 1 2 2 2 2 2

p 2 1 1 1 2 2 2 2 2

LP 1 1 1 1 2 2 2 2 2

CK 1 1 1 1 2 2 2 2 2

SR1 2 1 1 1 2 2 2 2 2

SR2 1 1 1 1 2 2 1 2 2

SR3 1 1 1 1 2 2 1 2 2

PK1 2 1 1 1 2 2 2 2 2

PK2 1 1 1 1 2 2 1 1 2

SD4 1 1 1 1 2 2 1 1 2

SD5 2 1 1 1 2 2 2 1 2

SD6 2 1 1 1 2 2 2 2 2

PING1 2 2 2 1 2 1 2 2 1

PING2 2 2 2 1 1 2 2 2 2

PING3 2 2 2 2 1 1 2 2 1

B5. Fragment Sharing of RAPD patterns observe in intraspecies of Creasted Wood 

Partridge (Ro llu lus rou lrou l) when analyzed by primer OPA-18, OPC-02, OPP-03, UBC- 

133 and UBC-135.

OPA-18

Code

Size (bp)

800 700 650 550 500 480 450 420 380

BKK 2 2 2 2 2 1 2 2 2

KMR1 2 1 2 1 2 2 1 2 2

KMR2 2 1 2 1 1 1 2 2 1

STH1 1 1 1 1 2 1 2 1 1

STH2 2 2 2 2 2 2 2 2 2

STH3 1 1 1 1 2 1 2 1 1

PTC1 2 1 1 1 2 1 2 1 1

PTC2 1 1 1 1 2 2 2 2 1

PTC3 2 1 1 1 2 2 2 2 2
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OPC-02

Code

Size (bp)

650 600 550 500 480 450 340 280 250

BKK 2 2 2 1 1 2 1 2 2

KMR1 1 2 2 1 1 2 1 2 2

KMR2 2 2 1 1 1 2 1 2 2

STH1 2 2 2 2 2 2 2 2 2

STH2 2 2 1 1 1 2 1 2 1

STH3 2 1 1 1 1 1 1 2 2

PTC1 2 2 1 1 1 2 1 2 1

PTC2 1 2 2 1 1 2 1 2 1

PTC3 2 1 1 2 1 2 1 1 1

OPP-03

Code

Size (bp)

1200 980 950 550

BKK 2 1 1 1

KMR1 2 1 1 1

KMR2 2 1 1 2

STH1 2 1 1 1

STH2 2 1 1 1

STH3 2 1 1 1

PTC1 1 2 2 1

PTC2 1 1 1 1

PTC3 1 1 1 1

UBC-133

Code

Size (bp)

1100 900 800 700 600 550 500 450 420 400 350 300

BKK 1 1 1 1 1 1 2 1 2 1 2 2

KMR1 1 1 1 1 1 2 2 2 2 2 2 2

KMR2 1 1 1 1 1 2 2 2 1 2 2 2

STH1 2 2 2 1 1 2 1 1 1 2 2 1

STH2 2 2 1 1 2 2 2 1 2 1 2 1

STH3 1 2 1 1 2 2 2 2 2 1 2 1

PTC1 1 1 1 1 1 1 2 2 2 1 2 1

PTC2 1 1 1 1 1 1 2 1 2 2 1 2

PTC3 1 1 1 1 1 1 1 2 1 2 1 2
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UBC-135

Code

Size (bp)

800 700 650 600 500 450 420 410 370 300

BKK 2 1 2 1 2 2 1 1 1 2

KMR1 1 1 2 1 1 1 2 1 1 2

KMR2 1 1 2 1 1 1 2 1 2 2

STH1 2 2 2 1 2 2 2 2 2 1

STH2 2 2 2 1 2 2 2 2 2 1

STH3 1 1 2 1 2 2 2 1 2 2

PTC1 2 1 2 1 2 2 2 1 2 1

PTC2 1 2 1 1 2 1 2 2 2 1

PTC3 2 2 2 1 2 2 2 2 2 2



BG. Fragment Sharing of RAPD patterns observe in interspecies of gallopheasants and partridge when analyzed by primer OPA-18, OPC-02, 

OPP-03, UBC-133 and UBC-135.

OPA-18

Code

Size (bp)

1500 1400 850 800 750 720 700 680 650 580 540 520 500 450 380 320

Gallus_HKK1 2 2 2 2 1 1 2 2 2 1 2 2 2 2 2 2

Gallus_HYP 2 2 1 2 1 1 2 2 1 1 2 2 2 2 2 2

Gallus_$T 1 2 2 1 2 2 1 2 2 2 1 1 2 2 1 2 2

Argu3ianus_HLBL3 1 1 2 2 2 2 2 2 2 1 2 2 2 2 2 2

Argusianu3_PTC1 2 2 2 2 2 1 2 2 1 2 2 2 2 2 2 1

Argusianus_STH1 2 2 2 2 2 1 2 2 1 2 2 2 2 2 2 1

Rollulus_KMR1 1 2 2 2 1 2 2 2 2 1 2 2 2 1 2 2

Rollulu3_STH3 2 2 2 2 1 2 1 2 2 1 2 2 2 2 2 2

Rollulus_PTC2 2 2 2 2 1 2 2 2 2 2 2 2 2 2 2 2

Lophura_PK1 2 2 2 2 2 1 2 2 1 2 2 2 2 2 1 2

Lophura_STH1 2 2 2 2 2 1 2 2 1 2 2 2 1 2 1 2

Lophura_PTC1 2 1 1 1 2 1 2 2 1 2 2 2 2 2 1 2

Pavo_PTC1 2 2 2 2 2 2 2 1 2 2 2 1 2 2 2 2

Pavo_LP 2 2 2 2 2 2 2 1 2 2 2 1 2 2 2 2

Pavo_ร อ 4 2 2 2 2 2 2 2 1 2 2 2 1 2 2 2 2



OPC-02

Code

Size (bp)

1300 1000 850 820 800 750 720 700 620 580 550 500 420 320 300 250

Gallus_HKK1 1 2 2 2 1 2 1 2 1 2 2 2 2 2 2 2

Gallus_HYP 1 2 2 2 2 2 1 2 1 2 2 2 2 2 2 2

Gallus_ST 1 2 2 2 2 2 2 1 2 1 2 2 2 2 2 2 2

Argusianus_H LBL3 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2

Argu3ianus_PTC1 2 2 2 1 2 2 2 1 2 1 2 2 2 2 2 2

Argusianus_STH1 2 2 2 1 2 1 2 1 2 1 2 2 2 2 2 2

Rollulus_KMR1 2 2 2 2 1 2 1 2 2 2 1 2 2 2 1 1

Rollulu3_STH3 2 2 2 2 2 2 1 2 2 2 1 1 2 2 1 1

Rollulu3_PTC2 2 2 2 2 2 2 1 2 2 2 2 1 2 1 2 1

Lophura_PK1 2 1 2 1 2 2 2 2 2 1 2 2 2 2 2 2

Lophura_STH1 2 2 2 1 2 2 2 2 2 1 2 2 2 2 2 2

Lophura_PTC1 2 2 2 1 2 2 2 2 1 1 2 2 2 2 2 2

Pavo_PTC1 2 2 1 2 2 2 2 2 2 2 2 1 1 2 2 2

Pavo_LP 2 2 1 2 2 2 2 2 2 2 2 1 1 2 2 2

Pavo_SD4 2 2 2 2 2 2 2 2 2 2 2 1 1 2 2 2
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0PP-03

Size (bp)

Code 1200 980 950 850 780 720 700 680 650 620 600 580 650 520 500 450 420 400 380 350 300 280 250
Gallus_HKK1 2 2 1 2 2 2 2 2 2 1 2 2 2 2 2 1 2 2 1 2 2 1 2
Gallus_HYP 2 2 1 2 2 2 2 2 2 1 2 2 2 2 2 2 2 2 1 2 2 1 2
Gallu3_ST 1 2 2 1 2 2 2 2 1 2 1 2 2 2 2 2 2 2 2 1 2 2 1 2
Argusianus_HLBL3 2 2 2 2 2 2 2 2 2 2 2 2 2 1 2 1 2 2 2 2 1 2 2

Argusianus_PTC1 2 2 2 2 2 2 2 2 2 2 2 2 2 2 1 2 1 2 2 2 2 1 2

ArgusiariU3_STH1 2 2 2 2 2 2 2 2 2 2 2 2 2 2 1 2 1 2 2 2 2 2 2

Rollulu3_KMR1 2 1 2 2 2 2 2 2 2 2 2 2 1 2 2 2 2 2 2 2 2 2 2

Rollulus_STH3 2 1 2 2 2 2 2 2 2 2 2 2 1 2 2 2 2 2 2 2 2 2 2

Rollulus_PTC2 2 1 2 2 2 2 1 2 2 2 2 2 1 2 2 2 2 2 2 2 2 2 2
Lophura_PK1 1 2 2 1 2 1 2 2 1 2 1 1 2 2 2 2 2 2 2 2 2 2 2

Lophura_STH1 1 2 2 2 2 1 2 2 2 2 1 1 2 2 2 1 2 2 2 2 2 2 2

Lophura_PTC1 2 2 2 1 2 2 2 2 1 2 2 2 2 2 2 2 2 2 2 2 2 2 2

Pavo_PTC1 2 2 2 2 2 2 2 2 2 1 2 2 2 2 2 2 1 1 2 1 2 2 1

Pavo_LP 2 2 2 2 1 2 2 2 2 1 2 2 2 2 2 2 1 1 2 1 2 2 1

Pavo_SD4 2 2 2 2 2 2 2 2 2 1 2 2 2 2 2 2 1 1 2 1 2 2 1



UBC-133

Code

Si2 e (bp)

1500 1400 1300 1200 1100 1050 1000 950 920 900 820 800 750 680 650 600 550 500 450 400 380 350

Gallus_HKK1 2 1 2 1 2 2 1 2 2 2 1 2 2 2 2 1 2 2 1 2 2 1

Gallus_HYP 2 1 2 2 2 2 1 2 2 2 1 2 2 2 2 1 2 2 1 2 2 1

Gallus_ST 1 2 1 2 1 2 2 1 2 2 2 1 2 2 2 2 2 2 2 2 2 2 2

Argu3ianus_HLBL3 1 2 2 2 1 2 2 2 2 2 2 2 2 1 2 2 2 1 2 2 1 2

Argusianus_PTC1 1 2 2 2 1 2 1 2 2 2 2 1 1 1 2 2 2 2 1 2 2 2

Argusianus_STH1 1 2 2 2 1 2 1 2 2 2 2 1 1 1 2 2 2 2 1 2 2 2

RollulU3_KMR1 2 2 1 2 1 2 1 2 1 2 2 2 2 2 1 2 2 1 1 1 2 2

RjoIIuIu3_STH3 2 2 1 1 2 2 2 2 1 2 2 - 2 2 2 1 2 2 1 1 1 2 2

RolMus_PTC2 2 2 1 1 2 2 2 2 1 2 2 2 2 2 1 2 2 2 1 2 2 2

Lophura_PK1 1 2 2 1 2 2 2 1 2 2 1 2 2 2 2 2 1 2 1 2 2 2

Lophura_STH1 2 2 2 2 2 1 2 1 2 1 2 2 2 2 2 2 1 2 1 2 2 2

Lophura_PTC1 1 2 2 2 2 2 2 1 2 2 1 2 2 2 2 2 1 2 1 2 2 2

Pavo_PTC1 2 2 2 2 2 1 2 1 2 2 2 2 1 2 2 2 2 2 1 2 2 2

Pavo_LP 2 2 2 2 2 1 2 1 2 2 2 2 1 2 2 2 2 2 1 2 2 2

Pavo_SD4 2 2 2 2 2 1 2 1 2 2 2 2 1 "  2 2 2 2 2 1 2 2 2



U B 0135

Code

Size (bp)

1400 1300 1200 1000 950 900 820 800 750 700 650 620 600 580 520 500 480 420 400 390 380

Gallus_HKK1 2 2 1 1 2 1 2 1 2 2 1 2 2 2 2 1 2 2 1 2 2

Gallus_HYP 2 2 1 1 2 2 1 1 1 2 1 2 2 2 2 1 2 2 1 2 2

Gallu$_ST 1 2 2 1 1 2 2 1 1 1 2 1 2 1 2 2 1 2 2 1 2 2

Argusianus_HL6L3 2 2 2 2 2 1 2 2 2 2 2 2 2 2 2 2 1 2 2 2 2

Argu3ianu3_PTC1 2 2 1 2 2 2 2 1 2 2 1 2 2 2 2 1 2 1 2 2 2

Argusianu3_STH1 2 2 1 2 2 2 2 1 2 2 1 2 2 2 2 1 2 1 2 2 2

Rollulus_KMR1 1 2 2 2 2 1 2 2 1 2 2 2 2 1 2 1 2 2 1 2 2

Rollulus_STH3 2 2 2 2 2 2 2 2 1 1 - 2 2 2 1 2 1 2 2 2 2 2

Rollulus_PTC2 1 2 2 2 2 1 2 2 1 2 1 2 2 1 2 2 1 2 2 2 2

Lophura_PK1 2 2 2 1 2 2 1 2 1 2 1 2 2 2 2 1 1 2 2 2 1

üophura_STH1 2 2 2 1 2 2 1 2 1 2 1 2 2 2 2 1 1 2 2 2 1

Lophura_PTC1 2 2 2 1 2 2 1 2 1 2 1 2 2 2 1 1 1 2 2 2 1

Pavo_PTC1 2 1 1 2 1 1 2 2 2 2 2 1 2 1 2 1 1 1 2 1 2

Pavo_LP 2 1 1 2 1 1 2 2 2 2 2 1 2 1 2 1 1 1 2 1 2

Pavo_SD4 2 2 2 2 1 1 2 2 2 2 2 1 2 1 2 1 1 1 2 1 2



Interspecies

N e i g h b o r - J o i n i n g / Ü P G M A  m e th od  v e r s i o n  3 . 6 a 2 . 1

N e i g h b o r - j o i n i n g  m e th od  

N e g a t i v e  b r a n c h  l e n g t h s  a l l o w e d

5 Populations

+------------R o i
+ - 3

+ - 2  +-------------------------Pav
; I
! +----- A r g
I
1------------- Lop
I
H-------------- Ga 1

remember  ะ t h i s  i s  an u n r o o t e d  t r e e !

Between And L e n g t h

1 2 0 . 0 2 6 1 9
2 3 0 .0 2 0 8 4
3 R o l 0 . 1 2 7 1 9
3 Pav 0 . 2 2 2 1 1
2 A r g 0 . 0 7 8 9 6
1 Lop 0 . 1 2 8 2 7
1 Gâ 1 0 . 1 4 3 2 3

{ ( ( R o l : 0 . 1 2 7 1 9 , P a v : 0 . 2 2 2 1 1 )  ะ 0 . 0 2 0 8 4 , A r g : 0 . 0 7  896) ะ 0 . 0 2 6 1 9 ,  
L o p : 0 . 1 2 8 2 7 , G a l : 0 . 1 4 3 2 3 ) ;

I n t r a s p e c i e s  o f  G r e a t  A r g u s  (A r g u s i a n u s  a r g u s  a g u s ) 

4 P o p u l a t i o n s

N e i g h b o r - J o i n i n g / U P G M A  m e th o d  v e r s i o n  3 . 6 a 2 . 1

N e i g h b o r - j o i n i n g  m e th o d  

N e g a t i v e  b r a n c h  l e n g t h s  a l l o w e d

+--------------PTC
+------1
I +------------STH
I

2SD
i
+----- HLBL



remember: this is an unrooted tree!

ween And L e n g t h

2 1 0 . 0 7 8 3 8
1 PTC 0 . 1 3 3 4 3
1 STH 0 . 1 2 6 0 7
2 SD 0 . 0 0 7 5 7
2 HLBL 0 . 0 6 3 0 2

( ( PTC : 0 . 13343,  S T H : 0 . 12607) : 0 . 0 7 8 3 8 , SD: 0 .007  5 7 , HLBL: 0 . 0 6 3 0 2 ) ;

I n t r a s p e c i e s  o f  Red J u n g l e f o w l  ( G a l l u s  g a l l u s  s p a d i c e o u s ) 
4 P o p u l a t i o n s

N e i g h b o r - J o i n i n g / U P G M A  m e th od  v e r s i o n  3 . 6 a 2 . 1

N e i g h b o r - j o i n i n g  m e th od  

N e g a t i v e  b r a n c h  l e n g t h s  a l l o w e d

+ PTL 
+ -2
! + ------- ST
I
1--------------HYP
I
+----- HKK

remember  ะ t h i s  i s  an u n r o o t e d  t r e e !

Between And L e n g t h

1 2 0 . 0 3 0 6 5
2 PTL 0 . 0 0 8 3 0
2 ST 0 . 0 8 0 6 0
1 HYP 0 . 1 3 5 5 5
1 HKK 0 . 0 7 0 4 5

( (PTL : 0 . 0 0 8 3 0 , S T : 0 .08060)  : 0 . 0 3 0 6 5 , HYP:0 . 1 3 5 5 5 , HKK :0 . 07  045 ) ;

I n t r a s p e c i e s  o f  S iamese  F i r e b a c k  (Lophura  d i a r d i )  
4 P o p u l a t i o n s

N e i g h b o r - J o i n i n g / U P G M A  m e th o d  v e r s i o n  3 . 6 a 2 . 1

N e i g h b o r - j o i n i n g  m e th od

N e g a t i v e  b r a n c h  l e n g t h s  a l l o w e d
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+ PTC
+ ----------------2
! + ---------------------รอ
I
1-STH
I
+ - - P K

remember  ะ t h i s  i s  an u n r o o t e d  t r e e !

Between And L e n g t h

1 2 0 . 2 2 3 0 0
2 PTC - 0 . 0 0 9 7 0
2 รอ 0 . 1 7 2 3 0
1 STH 0 . 0 3 7 7 5
1 PK 0 . 0 4 2 3 5

( (PTC:- 0 . 0 0 9 7  0 , ร อ :  0 . 1 7  230) ะ 0 . 2 2 3 0 0 ,  STH: 0 . 0 3 7 7  5, P K : 0 . 0 4 2 3 5 ) ;

I n t r a s p e c i e s  o f  G reen P e a f o w l  ( Pavo m u t i c u s  i m p e r a t o r )  
9 P o p u l a t i o n s

N e i g h b o r - J o i n i n g / U P G M A  m e th o d  v e r s i o n  3 . 6 a 2 . 1

N e i g h b o r - j o i n i n g  m e th od  

N e g a t i v e  b r a n c h  l e n g t h s  a l l o w e d

+ SR
j

! + --------LP
! +-4

+ — 5 ! +PK
! ! + -7
! ! ! ! + -------------------------------------p i n g

! ! ! +--- 1
! +-6 +SD
! I

! ! +HYP
! + — 3
! +----- P
I
2-CK
I
+-------PTC

re m em ber :  t h i s  i s  an u n r o o t e d  t r e e !
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Between And L e n g t h

2 5 0 . 0 5 6 7 7
5 SR 0 . 0 1 7 9 8
5 6 0 . 0 2 0 3 6
6 7 0 . 0 1 6 7 0
7 4 0 . 0 4 1 6 7
4 LP 0 . 0 8 2 0 3
4 PK 0 . 0 0 2 4 7
7 1 0 . 0 6 7 4 3
1 PING 0 . 3 0 9 1 0
1 SD - 0 . 0 2 1 0 0
6 3 0 . 0 6 1 3 9
3 HYP 0 . 0 1 7 5 6
3 p 0 . 0 5 3 4 3
2 CK 0 . 0 3 4 9 7
2 PTC 0 . 0 8 4 7 3

( (S R :0 . 0 1 7  98,  ( ( ( L P : 0 . 0 8 2 0 3 , P K : 0 . 0 0 2 4 7 )  : 0 . 0 4 1 6 7 ,  ( PING : 0 . 3 0 9 1 0 ,
S D : -
0 . 0 2 1 0 0 )  : 0 . 0 6 7 4 3 ) : 0 . 0 1 6 7 0 ,  (HY P:0 . 0 1 7  5 6 , P : 0 . 05343)  : 0 . 061 39 )  ะ 0 . 0 2 0 3 6 )  :0  
.0 56 77 ,
C K : 0 . 0 3 4 9 7 , PTC :0 . 0 8 4 7 3 ) ;

I n t r a s p e c i e s  o f  C r e a s t e d  Wood P a r t r i d g e  (R o l l u l u s  r o u l r o u l ) 

4 P o p u l a t i o n s

N e i g h b o r - J o i n i n g / U P G M A  m e th o d  v e r s i o n  3 . 6 a 2 . 1

N e i g h b o r - j o i n i n g  m e th od  

N e g a t i v e  b r a n c h  l e n g t h s  a l l o w e d

+----------KMR
+---- 1
! + ---------------- PTC
1
2  ----------------- STH
I
+--------------BKK

remember  ะ t h i s  i s  an u n r o o t e d  t r e e !

Between And L e n g t h

2 1 0 . 0 7 2 1 8
1 KMR 0 . 0 9 3 5 3
1 PTC 0 . 1 4 4 0 7
2 STH 0 . 1 8 3 1 7
2 BKK 0 . 1 4 0 4 3

( (KMR:0 . 0 9 3 5 3 , PTC :0 . 1 4 4 0 7 )  ะ 0 . 0 7 2 1 8 , STH: 0 . 1 8 3 1 7 , BKK: 0 . 1 4  04 3 ) ;
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2 / 9 / 2 0 0 5  7 : 1 7 : 3 4  PM
A n a l y s i s  o f  C: \TFPGA\ARG\OPA18.TXT
Data  s e t  c o n t a i n s  g e n o t y p e s  o f  i n d i v i d u a l s  s a m p le d  f r o m  p o p u l a t i o n s .  
O r g a n i s m  T y p e :  D i p l o i d  
M a r k e r  T y p e :  D om ina n t  
H-W E q u i l i b r i u m  Assumed.
A l l e l e  f r e q u e n c i e s  e s t i m a t e d  b a s e d  on L y n c h  and  
M i l l i g a n ' s  (1994 )  T a y l o r  e x p a n s i o n  e s t i m a t e .

E x a c t  t e s t s  f o r  p o p u l a t i o n  d i f f e r e n t i a t i o n  (Raymond and  R o u s s e t  1995)
# o f  d e m e m o r i z a t i o n  s t e p s :  1000
# o f  b a t c h e s :  10
# o f  p e r m u t a t i o n s  p e r  b a t c h :  2000  

P a i r w i s e  a n a l y s i s  o f  a l l  p o p u l a t i o n s

M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e  c o m p a r i s o n

1 2 3
1 ■ *■ *■ *■ *■ *
2 0 . 9 9 6 9 ไ*-*-*-*-*
3 1 .0 0 0 0 0 . 9 9 9 9 ■ *■ *•*•*■ *

A n a l y s i s  o f  C: \TFPGA\ARG\OPC02.TXT
M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e  c o m p a r i s o n

1 2 3
1 ไ*โ • *  ไ*โ -Ar ไ *

2 0 .9 7 9 4 ไ *  ไ * - * - *  ไ *

3 1 . 0 0 0 0 0 . 9 9 9 9 ไ * - * - * - *  ไ*

A n a l y s i s  o f  C : \TFPGA\ARG\OPP03.TXT
M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e  c o m p a r i s o n

1 2 3
1 - *  ไ *  ไ *  ไ * ' *

2 0 . 9 9 6 2 - * ■ * • * • * - *

3 1 . 0 0 0 0 1 .0 0 0 0 ไ * - * - * - * - *

A n a l y s i s  o f  C : \TFPGA\ARG\UBC133.TXT
M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e  c o m p a r i s o n

1
2

1
ไ * - *  ไ *  ไ *  ไ *  

0 .9 9 9 4

2

ไ * - *  ไ * - * - *

3 4

3 1 . 0 0 0 0 0 . 9 6 5 0 • * • * ■ * ■ * ■ *

4 1 .0 0 0 0 0 . 9 8 9 6 1 .0 0 0 0 ไ*  ไ * - *  ไ * - *

A n a l y s i s  o f  C: \TF PG A\ARG \UBC 135 .TX T
M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e  c o m p a r i s o n

1 2 3 4
1 • * • * ■ * ★ ■ *

2 0 . 9 9 2 6 • * • * ■ * ■ * *

3 0 . 9 9 9 9 0 . 9 9 2 7 ไ * - *  ไ *  ไ * - *

4 0 . 9 9 9 9 1 .0 0 0 0 1 .0 0 0 0 - * • * ■ * ■ * - *

4 / 9 / 2 0 0 5  1 : 1 6 : 2 1  PM



126

A n a l y s i s  o f  C: \TFPG A\GA LHKK \0PA18 .TXT
Data  s e t  c o n t a i n s  g e n o t y p e s  o f  i n d i v i d u a l s  s a m p le d  f r o m  p o p u l a t i o n s .  
O r g a n i s m  T y p e :  D i p l o i d  
M a r k e r  T y p e :  D om ina n t  
H-W E q u i l i b r i u m  Assumed.
A l l e l e  f r e q u e n c i e s  e s t i m a t e d  b ased  on L ynch  and  
M i l l i g a n ' s  (19 94 )  T a y l o r  e x p a n s i o n  e s t i m a t e .

E x a c t  t e s t s  f o r  p o p u l a t i o n  d i f f e r e n t i a t i o n  (Raymond and  R o u s s e t  1995)
# o f  d e m e m o r i z a t i o n  s t e p s :  1000
# o f  b a t c h e s :  10
# o f  p e r m u t a t i o n s p e r  b a t c h ะ 2000

P a i r w i s e  a n a l y s i s  
M a t r i x  o f  c o m b in e d

o f  a l l  p o p u l a t i o n s  
p r o b a b i l i t i e s  f o r  each  p a i r w i s e c o m p a r i s o n

1
2 * * * * *

2 3 4

2 0 . 9 9 9 8
3 1 . 0 0 0 0
4 0 . 9 9 9 9

* * * * *
1 .0 0 0 0  
0 . 9 9 7 1

* * * * *
1 . 0 0 0 0  * * * * *

A n a l y s i s  o f  C: \TFPGA\GALHKK\OPC02.TXT
M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e c o m p a r i s o n

1
* * * * *

2 3 4

2 1 . 0 0 0 0
3 0 . 7 4 1 5
4 0 . 9 9 9 0

* * * * *
0 . 9 9 6 9
1 .0 0 0 0

* * * * *
0 . 9 9 9 6  * * * * *

A n a l y s i s  o f  C: \TFPGA\GALHKK\OPP03.TXT
M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e c o m p a r i s o n

1
2̂  * * * * *

2 3 4

2 1 . 0 0 0 0
3 0 . 8 4 0 0
4 0 . 9 8 1 2

* * * * *
0 . 9 9 9 9
0 . 9 9 9 9

* * * * *
1 .0 0 0 0  * * * * *

A n a l y s i s  o f  C: \TFPGA\GALHKK\UBC133.TXT
M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e c o m p a r i s o n

1
* * * * *

2 3 4

2 0 . 8 5 9 2
3 0 . 8 5 5 1
4 0 . 8 6 3 7

* * * * *

0 . 9 9 9 9
0 . 9 9 9 9

* * * * *
1 . 0 0 0 0  * * * * *

A n a l y s i s  o f  C: \TFPGA\GALHKK\UBC135.TXT
M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e c o m p a r i s o n

1
* * * * *

2 3 4

2 0 . 9 9 9 9
3 0 . 9 9 7 0
4 0 . 2 0 2 7

* * * * *
1 . 0 0 0 0
0 . 9 7 4 5

* * * * *
0 . 9 9 7 8  * * * * *

2 / 9 / 2 0 0 5  7 : 4 1 : 2 5  PM
A n a l y s i s  o f  C : \TFPG A\L O P\O PA18 .T XT
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Data  s e t  c o n t a i n s  g e n o t y p e s  o f  i n d i v i d u a l s  s a m p le d  f r o m  p o p u l a t i o n s .  
O rga n is m  T y p e :  D i p l o i d  
M a r k e r  T y p e :  D om ina n t  
H-W E q u i l i b r i u m  Assumed.
A l l e l e  f r e q u e n c i e s  e s t i m a t e d  b a s e d  on L y n c h  and  
M i l l i g a n ' s  (1994)  T a y l o r  e x p a n s i o n  e s t i m a t e .

E x a c t  t e s t s  f o r  p o p u l a t i o n  d i f f e r e n t i a t i o n  (Raymond and  R o u s s e t  1995)
# o f  d e m e m o r i z a t i o n  s t e p s :  1000
# o f  b a t c h e s :  10
# o f  p e r m u t a t i o n s  p e r  b a t c h :  2000  

P a i r w i s e  a n a l y s i s  o f  a l l  p o p u l a t i o n s

1
2

1
*•*•**★
1 . 0 0 0 0

2

Ar Ar + A ★

3 4

3 1 . 0 0 0 0 0 .9 9 9 4
4 1 . 0 0 0 0 0 . 9 9 5 5 1 .0 0 0 0 + + * + ■*•

A n a l y s i s  o f  C: \T FPG A\LOP\OPC 02 .TXT
M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e  c o m p a r i s o n

1 2 3 4
1 ★ + + ★ -Je

2 1 . 0 0 0 0 ★ -k

3 1 . 0 0 0 0 1 .0 0 0 0
4 1 . 0 0 0 0 1 .0 0 0 0 0 . 9 9 9 9 +

A n a l y s i s  o f  C : \TFPG A\LOP\O PP03 .TXT
M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e  c o m p a r i s o n

1 2 3 4
1 + + + ★ +
2 1.0000 ★ + Ar ★ ★
3 0. 9707 0 . 9706 9r -A- 9r -A-

4 0. 5451 0. 3035 0.9887 ★

A n a l y s i s  o f  C : \T FPG A\LOP\U BC133.TXT
M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e  c o m p a r i s o n

1
1
■ * - * * * ■ *

2 3 4

2 0 . 9 8 5 3 * * * * *
3 0 . 6 9 8 2 1 . 0 0 0 0  * * * * *
4 0 . 4 0 1 3 0 . 8 8 4 9  0 . 7 8 8 6  * * * * *

A n a l y s i s o f  C : \T FPG A\L OP\UBC135 .T XT
M a t r i x  o f  

1

c o m b in e d

1
-At

p r o b a b i l i t i e s  f o r  e ac h  p a i r w i s e  

2 3 4

2 1 . 0 0 0 0
3 0 . 6 7 9 0 0 .6 8 5 4  * * * * *
4 0 . 8 0 5 8 0 . 8 2 2 า  1 . 0 0 0 0  * * * * *

c o m p a r i s o n

2 / 9 / ะ 0 0 ร  7 : 4 9 : 3 8  PM
A n a l y s i s  o f  C : \ T F P G A \ P A V \ 0 P A 1 8 . T X T
D a t a  s e t  c o n t a i n s  g e n o t y p e s  o f  i n d i v i d u a l s  s a m p l e d  f r o m  p o p u l a t i o n s .
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O r g a n i s m  T y p e :  D i p l o i d  
M a r k e r  T y p e :  D o m i n a n t  
H - W  E q u i l i b r i u m  A s s u m e d .
A l l e l e  f r e q u e n c i e s  e s t i m a t e d  b a s e d  o n  L y n c h  a n d  
M i l l i g a n ' ร  ( 1 9 9 4 )  T a y l o r  e x p a n s i o n  e s t i m a t e .

E x a c t  t e s t s  f o r  p o p u l a t i o n  d i f f e r e n t i a t i o n  ( R a y m o n d  a n d  R o u s s e t  1 9 9 5 )
# o f  d e m e m o r i z a t i o n  s t e p s :  1 0 0 0
# o f  b a t c h e s :  1 0
#  o f  p e r m u t a t i o n s p e r  b a t c h : 2 0 0 0

P a i r w i s e  1โ* n a  l y s i s o f  a l l  p o p u l a t i o n s
M a t r i x  o f c o m b i n e d 1 p r o b a b i l i t i e s  f o r  e a c h  p a i r w i s e  c o m p a r i s o n

1 2 3 4 5 6 7 8
1 * * * * *
2 1 . 0 0 0 0 * * * * *
3 0 . 9 9 9 9 1 . 0 0 0 0 * * * * *
4 0 . 9 9 9 8 1 . 0 0 0 0 1 . 0 0 0 0 * * * * *
5 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0  * * * * *
6 1 . 0 0 0 0 1 . 0 0 0 0 0 . 9 9 9 9 0 . 9 9 9 8  1 . 0 0 0 0 * * * * *
7 0 . 9 9 2 9 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0  1 . 0 0 0 0 0 . 9 9 2 2 * * * * *
8 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0  1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 * * * * *
9 0 . 4 4 5 6 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0  0 . 9 9 9 3 0 . 4 6 3 6 1 . 0 0 0 0 0 . 7 4 1 3

A n a l y s i s  o f  C : \ T F P G A \ P A V \ O P C 0 2 . T X T
M a t r i x  o f  c o m b i n e d  p r o b a b i l i t i e s  f o r  e a c h  p a i r w i s e  c o m p a r i s o n

1 2 3 4 5 6 7
2 * * * * *
2  0 . 9 4 5 2 * * * * *
3  1 . 0 0 0 0 1 . 0 0 0 0 * * * * *
4 0 . 9 9 9 9 1 . 0 0 0 0 1 . 0 0 0 0 * * * * *
5  0 . 7 4 4 9 1 . 0 0 0 0 0 . 9 9 7 7 1 . 0 0 0 0 * * 4 * *
6  0 . 9 7 8 3 0 . 9 9 9 9 0 . 9 9 9 9 1 . 0 0 0 0 1 . 0 0 0 0 * * * * *
7  0 . 9 6 4 3 1 . 0 0 0 0 1 . 0 0 0 0 0 . 9 9 9 4 0 . 9 4 7 2 0 . 9 9 5 6 * * * * *

A n a l y s i s  o f  C : \ T F P G A \ P A V \ O P P 0 3 . T X T
M a t r i x  o f  c o m b i n e d p r o b a b i l i t i e s  f o r  e a c h  p a i r w i s e c o m p a r i s o n

1 2 3 4 5 6 7 Ü

2  1 . 0 0 0 0 * * * 4 *
3  1 . 0 0 0 0 1 . 0 0 0 0 * * * * *
4 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 * * * * *
5  1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 * * 4 * *
6  1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 * * 4 * *
7  1 . 0 0 0 0 0 . 9 9 9 9 0 . 9 9 9 9 0 . 9 9 9 9 1 . 0 0 0 0 1 . 0 0 0 0 * * * * *
8  0 . 6 2 7 4 0 . 9 9 9 9 0 . 9 9 9 9 0 . 9 9 9 9 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 * * * * *

A n a l y s i s  o f  C : \ T F P G A \ P A V \ U B C 1 3 3 . T X T
M a t r i x  o f  c o m b i n e d p r o b a b i l i t i e s  f o r  e a c h  p a i r w i s e c o m p a r i s o n

1 2 3 4 5 6 7 8
1 * * * * *
2  1 . 0 0 0 0 * * 4 * *
3  0 . 9 9 7 7 1 . 0 0 0 0 * * * * *
4 0 . 9 7 4 0 1 . 0 0 0 0 1 . 0 0 0 0 * * 4 * *
5  1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 * * 4 * *
6  0 . 9 9 9 4 1 . 0 0 0 0 0 . 9 9 7 8 0 . 9 9 7 8 1 . 0 0 0 0 * 4 * * *
7  0 . 7 9 2 9 1 . 0 0 0 0 0 . 9 9 9 5 0 . 9 9 9 5 1 . 0 0 0 0 0 . 9 9 7 8 * * 4 * *
8  0 . 9 9 4 1 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 0 . 9 7 5 2 0 . 9 8 7 3 * 4 * * *
9  0 . 2 7 8 1 0 . 9 6 3 3 0 . 8 9 2 3 0 . 9 9 9 6 0 . 9 9 3 0 0 . 2 8 2 9 0 . 9 9 3 3 0 . 9 5 4 2 *

A n a l y s i s  o f  C : \ T F P G A \ P A V \ U B C 1 3 S . T X T
M a t r i x  o f  c o m b i n e d p r o b a b i l i t i e s  f o r  e a c h  p a i r w i s e c o m p a r i s o n

1 2 3 4 5 6 7 8 c*

2  0 . 9 7 2 0
3  0 . 9 7 4 9 1 . 0 0 0 0 * * * * *
4 0 . 9 9 7 8 1 . 0 0 0 0 1 . 0 0 0 0 * * * * *
5  0 . 9 9 7 9 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 * * 4 * *
6  0 . 9 9 9 4 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 * * 4 * *
7  0 . 9 9 7 8 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 * * * * *
8  0 . 9 9 9 9 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 1 . 0 0 0 0 * * * * *
9  0 . 0 5 7 5 0 . 9 9 7 9 0 . 9 9 7 8 0 . 9 7 3 9 0 . 9 7 4 5 0 . 4 3 3 3 0 . 3 1 8 0 0 . 5 5 8 4

2 / 9 / 2 0 0 5  8 : 0 7 : 3 5  PM
A n a l y s i s  o f  C : \TFPG A\ROL\OPA18 .TXT
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Data s e t  c o n t a i n s  g e n o t y p e s  o f  i n d i v i d u a l s  s a m p le d  f r o m  p o p u l a t i o n s .  
O rg a n i s m  T y p e :  D i p l o i d  
M a r k e r  T ype :  D om ina n t  
H-W E q u i l i b r i u m  Assumed.
A l l e l e  f r e q u e n c i e s  e s t i m a t e d  b ased  on L y n c h  and  
M i l l i g a n ' s  (1994)  T a y l o r  e x p a n s i o n  e s t i m a t e .

E x a c t  t e s t s  f o r  p o p u l a t i o n  d i f f e r e n t i a t i o n  (Raymond and  R o u s s e t  1995)
# o f  d e m e m o r i z a t i o n  s t e p s :  1000
# o f  b a t c h e s :  10
# o f  p e r m u t a t i o n s  p e r  b a t c h :  2000  

P a i r w i s e  a n a l y s i s  o f  a l l  p o p u l a t i o n s
M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e  c o m p a r i s o n

1 2 3
1 A A  A  A  A

2 0 . 9 9 3 6 A A  A  A  A

3 0 . 9 7 3 6 0 . 9 9 7 9 A ไ*- ไ*- A  A

A n a l y s i s  o f  C : \TFPGA\ROL \OPC02.TXT
M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e  c o m p a r i s o n

1 2  3 4
1 A A  A  A  A

2 1 . 0 0 0 0 A A A A A

3 1 . 0 0 0 0 1 . 0 0 0 0 -At a  A A A

4 1 . 0 0 0 0 0 . 9 9 9 3 0 . 9 9 9 9 ★ A A A -At

A n a l y s i s  o f  C : \TFPG A\ROL \OPP03 .TXT
M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e  c o m p a r i s o n

1 2 3 4
1 ■A: ไAโ ไA- A ไA-

2 1.0000 A ■A' -Ar A ไA-

3 1 . 0 0 0 0 0 .9 8 6 2 A  A A  A A

4 0 . 9 4 6 1 0 . 6 0 5 9 0 . 7 9 3 1 -A- A -A- -A- -A-

A n a l y s i s  o f  C : \TFPG A\ROL\UBC 13 3.TXT
M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e  c o m p a r i s o n

1 2 3 4
1 -A- -A- *  -A- -A-

2 0 . 9 9 9 8 A A  A A A

3 0 . 9 9 8 6 0 .8 6 4 1 A A A A  A

4 1 . 0 0 0 0 0 . 9 9 9 9 0 .8 6 3 4 A A A  A  A

A n a l y s i s  o f  c : \T F P G A \ R 0 L \ U B C 1 3 5 . TXT
M a t r i x  o f  c o m b in e d  p r o b a b i l i t i e s  f o r  each  p a i r w i s e  c o m p a r i s o n

1 2  3 4
1 A  A  A  A  A

2 0 . 9 8 6 1 A  A  A  A  A

3 0 .9 9 9 4 0 . 5 6 0 5 A A  A  A  A

4 0 . 9 9 7 9 0 . 9 9 9 9 1 . 0 0 0 0 A  A A  A A
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APPENDIX c

DNA EXTRACTION PROTOCOL

QIAGEN extraction

1. Place 3 punched-out circles from a dried blood spot into a sterile labeled 1.5 ml 

microcentrifuge tube and add 180 pi of Buffer ATL.

2. Incubate at 85 °c for 10 min. Briefly centrifuge to remove drops from inside the lid.

3. Add 20 pi Proteinase K stock, mix by vortexing, and incubate at 37 °c for 1 hr. Briefly 

centrifuge to remove drops from inside the lid.

4. Add 200 pi Buffer AL to the sample, mix thoroughly by vortexing, and incubate at 

70°c for 10 min. Briefly centrifuge to remove drops from inside the lid.

5. Add 200 pi ethanol (96-100%) to the sample, and mix thoroughly by vortexing.

Briefly centrifuge to remove drops from inside the lid.

6. Carefully apply the mixture from step 5 to the QIAamp spin Column (in a 2 ml 

collection tube) without wetting the rim. Close the cap, and centrifuge at 6000 X g (8000 

rpm) for 1 min. Place the QIAamp Spin Column in a clean 2 ml collection tube, and 

discard the tube containing the filtrate.

7. Carefully open the QIAamp spin Column and add 500 pi Buffer AW1 without wetting 

the rim. Close the cap and centrifuge at 6000 X g (8000 rpm) for 1 min. Place the 

QIAamp Spin Column เท a clean 2 ml collection tube, and discard the collection tube 

containing the filtrate.

8. Carefully open the column and add 500 pi Buffer AW2 without wetting the rim. Close 

the cap and centrifuge at full speed (20,000 X g; 14,000 rpm) for 3 min. Continued 

directly with step 9, or to eliminate any chance of possible Buffer AW2 carryover, 

perform step 8a, and then continue with step 9.

8a (Optiona l): Place the QIAamp Spin Column in a new 2 ml collection tube and discard 

the collection tube with the filtrate. Centrifuge at full speed for 1 min.
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9. Place the QIAamp Spin Column เท a clean 1.5 ml microcentrifuge tube and discard 

the collection tube containing the filtrate. Carefully open the QIAamp Spin Column and 

add 150 (Jl Buffer AE or distilled water. Incubate at room temperature for 1 ml, and then 

centrifuge at 6000 X g (8000 rpm) for 1 min.

APPENDIX อ
REAGENT PREPARATION PROTOCOL

1. Agarose

1.1) 0.8% Agarose

An enough amount of ingredients for a 100 ml gel composed of:

- Agarose 0.8 gm

-1XTBE buffer 100.0 ml

1.2) 1.8% Agarose

Preparing 1.8% agarose is like 0.8% agarose but 1.8 gram of agarose is used to 

dissolve in 100 ml 1xTBE buffer.

How to apply the description previously is used follow:

1. For 0.8% Agarose, agarose powder about 0.8 gm is mixed into 1X TBE buffer 100 ml. 

For 1.8% Agarose, agarose powder about 1.8 gm is mixed into 1X TBE buffer 100 ml.

2. The agarose solution is solubilized by heating in a microwave oven.

3. The solubilized agarose allow for cool to 50-60 °c before pour into a gel mould.

4. Prepare gel mould for set the gel. When time is finished, the dissolved gel is

transferred about 25-50 ml
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5. The soluble gel is poured into the gel mould which the comb is already inserted to 

the gel mould.

6. When the gel has completely setting. The comb was removed.

7. The gel is transferred into a gel chamber containing an enough of 1X TBE buffer that 

covered the gel to about 1-2 mm depth.

2. 10X Tris Boric EDTA buffer (10X TBE)

An enough amount of ingredients for a 1000 ml composed of:

- Tris aminomethane 108.0 gm

- Boric acid 50.4 gm

- EDTA 7.44 gm

The solution is prepared as follow:

1. Tris, Boric and EDTA are mixed into volumetric flask 1000 ml.

2. Double distilled water is added up 1000 ml.

3. Solutions stirred until completely dissolve.

4. Store in room temperature and use 1X TBE for running electrophoresis.
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