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Appendix A
Analysis of amplification products by RAPD

1 Scoring of polymorphic products of RAPD analysis in 6 rice cultivars by random
primer
11 primer X6
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1.2 primer X8

POK KDML KTH LPT LDP IR
0

0
0

size (bp)

1517
1400
1300
1200
1100
1000
900
850
800
750
700
650
600

1

0
0

550
500
450
400
350
300

215
250
200

Khao Dawk Mali 105 = KDML

= POK

Pokkali

LPT
IR

Leuang Pratew 123

IR 28

Khao Tah Haeng 17 = KTH
Look Daeng Pattani

LDP



1.3 primer X9
size (bp) POK
1517 1
1400 0
1300 0
1200 0
1100 0
1000 1
900 0
850 0
800 0
750 0
700 1
650 0
600 1
550 0
500 1
450 0
400 0
350 1
300 0
275 1
250 1
200 0
Pokkali

Khao Tah Haeng 17
Look Daeng Pattan

KDML KTH LPT
0 0 0
0 0 0
0 0 0
0 0 0
c 0 0
1 0 0
0 0 0
0 0 0
1 1 1
0 0 0
0 0 0
0 1 1

0 0
0 0 0
0 0 0
1 1 1
0 0 0
1 1 1
0 0 0
0 0 0
0 0 1
0 0 0

POK Khao Dawk Mail 105
KTH Leuang Pratew 123
LDP IR 28

LDP
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1.4 primer X10

POK KDML KTH LPT LDP IR

0
0

size (bp)

1517
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1200
1100
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800
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0
0
0

0

Khao Dawk Mali 105 = KDML

POK
KTH

Pokkali

LPT
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Leuang Pratew 123

IR 28

Khao Tah Haeng 17
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Look Daeng Pattani



15 primer C1

POK KDML KTH LPT LDP IR
0
0
0
0

0
0

size (bp)

1517

1400
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1200
1100
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800
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POK
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IR

Khao Tah Haeng 17

LDP

Look Daeng Pattani



84

2. Scoring of polymorphic products of RAPD analysis in 12 rice cultivars by random

primer X9
size POK KDML KTH LPT LDP GR R MN NP YY FT. LNP
(bp)
15170 0 1 1 1 1 0 1 0 0 0 0
1000 0 1 1 1 1 1 0 1 1 0 1 0
900 0 0 0 0 0 0 0 1 0 0 0 0
800 0 1 1 1 1 1 0 1 0 0 0 0
700 0 0 0 0 0 0 0 1 0 0 0 0
650 0 0 1 1 1 1 1 1 1 1 1 1
600 1 1 0 0 0 0 0 0 0 0 0 0
550 0 0 1 0 0 0 1 1 0 0 0 0
500 1 1 0 1 1 1 0 0 1 1 1 1
450 0 1 1 1 0 0 0 0 0 0 1 1
400 0 0 0 0 1 1 1 0 0 0 0 0
350 1 1 1 1 1 1 0 1 1 1 0 0
300 0 0 0 0 0 0 1 0 0 0 0 0
215 1 0 0 0 0 0 0 0 0 0 0 0
250 0 1 0 1 0 1 0 1 1 0 1 0
200 0 0 1 0 0 0 0 0 0 0 0 0

Pokkali = POK Khao Dawk Mali 105 = KDML

Khao Tah Haeng 17 = KTH Leuang Pratew 123 = LPT

Look Daeng Pattani = LDP Gow Ruang 88 = GR

IR 28 IR Muey Nawng 62M = MN

Nahng Pa-yah 132 = NP Yah Yaw -y

Foi Tawng = F Leb Nok Pattani = LNP



APPENDIX B

Analysis of variance for salt tolerance criteria

Completely randomized design
Replication(Rep.) =7
Treatment: Variance(Var.) =12
Rice cultivars (12)

Pokkali

Khao Tah Haeng 17
Look Daeng Pattani

IR 28
Nahng Pa-yah 132
Foi Tawng

L Leaf damage (%) data of Table 3.9

Var,
POK
KDML
KTH
LPT
LDP
GR

=35 =

L\P
Rep. totals
Rep. means

Rep.
2000

1905
588
952
1429
222
4137
59.09
64.29
42.86
4118
310
38385
319

Rep.2
526
800
526
952
1429
1818
517
60.00
5333
40.00
318
4167
339.26
2821

Rep.3
1905
1053
1667
1818
1667
26.09
4583
57.14
4118
40.00
3000
4545
366.79
3057

POK
KTH
LDP

NP

Rep4
2113
2105
1667
1304
1906
1250
5%
4500
68.75
5338
3182
4118
40811
3401

Khao Dawk Mali 105

Leuang Pratew 123
Gow Ruang 88
Muey Nawng 62 M
Yah Yaw

Leb Nok Pattani

Rep.5
2857
1818
0.00
909
1667
1
50.00
38.89
46.15
4118
M4
A8
339.06
2825

Rep.6
3150
1429
1333
1905
1500
6.67
50.00
4091
3.29
4091
35.00
50.00
357,95
2983
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KDML

LPT
GR
MN
YY
LNP

Rep.7
1500
1579
1739
1600
1
1429
4545
45.00
2857
40.00
6154
52.38
36252
024



Analysis of variance for leaf damage (%) - Table 39

Source of Degrees of Sumofsquares  Mean square F
variation freecom
Var, 1 20013.75 181943 28.43%
Error [/ 4607.55 63.99
Total & 2462130

cv=26.3%, * *=significant at 1% evel

Table of variance means for leaf damage (%) (average over 7 replications)

Var. Ranks Means
POK 6 21.87h
KDL 3 15.27d
KTH 1 10.74a
LPT Z 13.4%
LDP 4 15.30
GR 5 15.87d
R il 01 d
WN 12 49.43d
\P 10 48.22d
YY 8 43.33°d
FT 7 39.3r
L\P 9 43.37al
Mean 30.45

Means followed by a common letter are not significantly different at the 5% level by DMRT.



2. Plant height (cm) data of Table3.9

2.1 Plant height (cm) under 0 dS/m (control)
Var, Repl Rep.2 Rep.3
POK 13067 12767 12700
KDML 107,00 9267 10833
KTH 10033 10833 107.33
LPT 109.00 121.00 117,00
LDP 108.00 1433 11067

GR 97.67 107.33 10267

R 69.33 69.67 64.00

WN 11200 106.33 114,00
NP 9433 94.33 %67
Yy 9%.00 9933 92.00

FT 107,67 11400 10000

L\P 10267 89.67 92.00
Rep.totals 123567 123466 122867
Rep. means 10297 102.89 10239

Analysis of variance for plant height (control)

Source of Degrees of Sum of squares
variation freeclom
Var, 1 1248198
Error 2 2475.66
Total & 1496364

cv =5.7%, * *=significant at 1% level

Rep4 Rep.5 Rep.6
11800 11633 12967
99.00 86.67 10033
112.00 10333 10100
95.67 %.33 10567
10233 99,67 %.67
106.33 98.67 11267
7200 69.00 7200
11400 11433 95.00
90.33 100.33 94.00
10567 108.67 104.00
10033 98.00 104.00
99.33 10567 %.67
12599 119700 121301
10033 9.7 101.08
Mean square F
113621 33.02+
A3

87

Rep.7
12100
103.00
108.00
110.00
10433
10033
69.67

111.00
98.33

108.00
108.00
10033
124766
10397
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Table of variance means for plant height (om) (average over 7 replications)

Var. Ranks Means
POK 2 12519
KDML 4 99,00k
KTH 9 105900
LPT 10 107.81¢
LDP 7 103.71"
GR 6 10367
R 1 69.38°
WN 1 10952
\P 2 95.76h
Yy 5 101.9%ke
FT 8 104.71*"
L\P 3 980518
Mean 102.06

Means followed by a common letter are not significantly different at the 5% level by DVRT.

2.2 Plant height (cm) under 8 dS/m
Va, Rep.l Rep.2 Rep.3 Rep4 Rep5 Rep.6 Rep.7
POK 11667 11733 12567 119.00 1200 117.33 12000
KDML 92.00 %.00 86.67 9%.33 86.67 98.00 100.00
KTH 10100 108.00 93.67 93.33 110.00 101.00 98.33
LPT 97.67 10533 8367 10167 10333 102.33 100.00
LDP 104.00 98.67 106.33 94.00 102.33 95.00 88.33
GR 100.33 9%.00 107.00 9.3 91.33 92.67 10167
R 51.00 533 . 6000 4933 57.00 60.00 57,67
WN 9067 76.00 1467 86.00 8100 16.67 86.33
\P .33 67.00 6533 61.67 60.00 69.33 7500
Yy 1833 85.00 93.67 83.00 82.00 90.67 80.67
FT 86.33 90.67 80.67 87.00 80.33 7833 1267
L\P 1267 70.67 66.67 7.3 7167 57.00 66.00
Rep.totals 106300 106600 104302 104999 104766 103833 104667
Rep. means 8858 8383 86.92 87.50 87.31 86.53 81.22
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Analysis of variance for plant height

Source of Degrees of Sumof squares  Mean square F
variation freecom
Var, 1 24093 2190.36 66.35**
Error [/ 237102 3301
Total & 26470.96

cv=6.6%, * *=significant at 1% level

Table of variance means for plant height (om)  (average over 7 replications)

Var. Ranks Means
POK 12 119.71°
KDML 7 93.67d
KTH il 100.76e
LPT 10 99.14ck
LDP 9 98 24ck
GR 8 97.90ck
R 1 55.76a
WN 4 8162°
\P 2 67.24b
YY 6 85.48°
FT 5 82.29°
L\NP 3 82.290
Mean 87,56

Means followed by a common letter are not significantly different at the 5% level by DMRT.
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3. Tillering data of Table 3.9

31 Tillering under 0 dS/m (control)
V. Repl Rep.2 Rep.3 Rep4 Rep5 Rep.6 Rep.7
POK 6.3 1.3 6.00 1067 867 967 1067
KDML 13 1567 1367 1033 1000 1000 1467
KTH 153 6.67 6.33 1167 1033 167 1000
LPT 1067 900 800 1067 700 113 867

LDP 867 967 1267 1233 1167 1067 1233
GR 13 9.00 10.00 9.00 167 967 11.00
R 17.00 14,00 16.00 1367 1433 1533 1633
WN 700 6.67 700 13 6.67 967 967
\P 1300 1033 1367 1033 1300 1533 1167
Yy 1467 13 933 6.67 9.00 967 1000
F 1200 833 933 13 1033 113 1333
L\P 11.00 1533 1567 1467 116/ 113 1233

Rep.totals 13433 12333 12767 12867 12034 13167 14067
Rep. means 1119 1028 1064 10.72 1003 1097 117

Analysis of variance for tillering(control)

Source of Degreesof ~ Sumof squares  Mean square F
variation freedom
Var, il 362.6835 329712 8.63**
Error 2 22171 38225
Total 8 637.9006

cv=18.1%**=significant at 1% level



Table of variance means for tillering (average over 7 replications)

Means followed by a common letter are not significantly different at the 5% level by DVRT.

Var.
POK

KDML
KTH
LPT
LDP
GR

T3> =

LN\P
Mean

32 Tillering under 8 dS/im

Var.,
POK
KDML
KTH
LPT
LDP
GR

R
WN
\P
YY
F|'
L\NP

Rep. totals
Rep. means

Repl
3

800
833
933
700
800
6.3
333
367
433
500
467
.32
6.2

Rep.2
6.6/
13
9.00
967
6.6/
800
53
261
4,00
367
567
500
13.68
6.14

Ranks

BE o B -~ K w oo~ o oo

Rep.3
567
867
8.33
1067
533
6.67
567
400
233
567
533
433
1267
6.06

Rep4
567
700
933
967
933
933
367
433
200
400
467
367
1267
6.06

Means
8480
12.24¢5
9.71dr
9.33dr
11.14ak
9. Odr
15.241
1.72a
1248
10.10fd
10.85°k
1314e
10.79

Rep.5

167
8.00
167
6.67
567
700
500
250
300
467
400
433
06.18
552

Rep.6
6.00
6.67
7.00
9.00
1067
767
6.3
367
200
500
8.33
367
7601
6.3
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Rep.7
8.33
8.33
1000
6.6/
1267
167
8.33
367
433
367
6.3
6.00
86.00
.17



Analysis of variance for tillering

Source of Degrees of Sumof squares  Mean square F
variation Freedom
Var, il 316.0347 28,7304 17.19*
Error [/ 1203128 16710
Total 83 436.3475

ov=208%, ** =significant at 1% level

Table of variance means for titering (average over 7 replications)

Var. Ranks Means
POK 7 6.76a
KDL 8 1.71ck
KTH it 852
LPT 2 8.8le
LDP 10 8.19ck
GR 9 7.760
R 6 h3liT
WN 2 345a
\P 1 3.05a
YY 3 4430
FT 5 5.62T
L\P 4 45240
Mean 6.22

Means followed by a common letter are not significantly different at the 5% level by DMRT



4. Shoot/ root ratio data of Table 3.10

4.1 Shoot/ root ratio under 0 dS/m (control)
Va, Rep.l Rep.2 Rep.3 Rep. 4 Rep. 5
POK 6.76 5% 309 439 4.25
KDML 539 749 483 4,62 4,08

KTH 4.1 417 402 320 4,66
LPT 386 405 38 366 79
LDP 1% 257 478 453 143
GR 310 31 505 19 543
R 918 6.08 519 2.86 6.13
WN 4,66 AT8 378 549 414
\P 260 4971 363 306 200
Yy 3n 212 158 244 352
FT 6.2 458 308 186 353

L\P 4,05 4,8 4.16 4.10 388
Rep. totals 5.88 55.24, 47,04 4213 5104
Rep. means 474 460 3R 351 4.25

Analysis of variance for shoot/root ratio
Source of variation Degrees of Sum of squares Mean souare

freedom
Var, il 545761 49615
Error 12 168.9248 2.3462
Total 8 2235010

cv=34.7% 1* =significant at 5% level

Rep. 6
348
451
4.67
2.66
110
378
488
39
1.10
L
4,98
409
4761
397

2.11%

Rep. 7
6.49
708
401
443
591
102
1.16
5.56
4.16
525
860
4,06
1033
5.86



Table of variance means for shoot/root ratio (average over 7 replications)

Means followed by a common letter are not significantly different at the 5% level by DMRT

4.2 Shoot/ root ratio under 8 dS/m

Var.
POK
KDML
KTH
LPT
LDP
GR
IR
MN
NP
YY
F|'
LNP

Rep. totals
Rep. means

Var.
POK

KDML

KTH
LPT
LDP
GR
IR
MN
NP
YY
FT
LNP

Mean

Rep.1
4.46
549
4.05
210
3.45
3.75
600
3.64
an
321
2.06
3.64
45.56
3.80

Rep.2
4.89
4.92
4.17
2.12
2(2
373
5.84
2.38
352
3.02
2.89
333
4343
3.62

Ranks

H O pPbw oSN Doy BT

Rep.3
393
4.89
4.00
3.06
2.84
340
4.31
451
339
2.82
3.04
314
43.33
361

Rep.4
3.67
357
371
3.84
3.24
4.52
513
5.22
2.62
178
314
2.76
43.20
3.60

Means

Rep.5
3.79
451
3.48
28
2.25
3.16
476
6.30
3.32
32
1.55
593
45,12
3.76

4.92
5.43
421
4.36
3.8
4.38
60l
4,63
4.02
301
4.69
4.06
441

Rep.6

401
5.56
3.3
3.13
2.98
312
549
4.96
5.21
3.26
2.59
1.96
45.65
3.80
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Rep.7
3.85
433
3.19
297
4.08
3.69
349
524
342
2.18
3.54
478
44.76
3173



Analysis of variance for shoot/root ratio

Source of variation Degrees of Sum of squares
freedom
Var, i} 47.15236
Error 72 4451380
Total 83 91.66616

cv=21.2% 1** =significant at 1% level

Mean square

4.28658
0.61825

Table of variance means for shoot/root ratio (average over 7 replications)

Var. Ranks
POK
KDML
KTH
LPT
LDP
GR
IR
MN
NP
YY
F|'
LNP
Mean

~N PO BRKG o B w oo = oe

Means followed by a common letter are not significantly different at the 5% level by DMRT.

Means
4.09@
4.75¢k
30
2,958
2.98%
3.62dx
5.00e
4.61ck
3.61dc
2.188
2.6%
3.654r
3.70

9%

6.93*



5. Panicles/plant data of table 3.10

51 Panicles/plant under 0 dS/im (control)

Var. Rep.l Rep.2 Rep.3
POK 5.33 6.33 433
KDML 10.33 14.00 11.00
KTH 9.67 5.00 5.33
LPT 10.33 73 7.00
LDP 6.67 600 733
GR 6.67 5.67 9.33

R 1200 1083 13.00

MN 6.67 5.00 5.33
NP 80 7.00 80

Yy 8.33 9.00 6.67

FT 80 5.67 600
LNP 6.33 7.00 8.33
Rep. totals 98.33 88.83 91.65
Rep. means 8.19 740 1.64

Analysis of variance for panicles/plant

Source of variation Degrees of Sum of squares

freedom
Var, 1 231.6840
Error 12 201.4843
Total 83 433.1683

cv=21.9%, **=significant at 1% level

Rep.4
6.33
1133
133
6.67
8.33
467
8.67
6.67
133
567
800
800
89.00
742

Rep.5
6.67
1433
7.00
5.00
7.33
600
10.67
5.00
5.67
6.33
6.33
8.33
866
7.39

Mean square

21.0622
2.7984

Rep.6
10.67
1000
6.33
9.00
2.67
8.33
9.00
4,00
8.67
1.67
4.00
7.00
87.34
1.28

7.53**

9%

Rep.7
9.33
10.33
9.67
5.67
8.33
8.33
110
1.33
9.67
3.67
8.33
7.00
98.66
822
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Table of variance means for panicles / plant (average over 7 replications)

Var. Ranks Means
POK 5 7.00a
KDML 12 11.62b
KTH 7 7.19
LPT 8 7.29a
LDP 3 6.67a
GR 6 7.00a
IR 11 10.74b
MN 1 5.71a
NP 10 7.76a
YY 4 6.76a
FT 2 6.62a
LNP 9 7.43a
Mean 1.65

Means followed by a common letter are not significantly different at the 5% level by DMRT.

5.2 Panicles/plant under 8 dS/m

Var. Rep.1 Rep.2 Rep.3 Rep.4 Rep.5 Rep.6 Rep.7
POK 500 533 5.33 433 533 6.00 6.00
KDML 533 533 533 4.00 2.33 5.00 1.33
KTH 6.00 4.67 3.67 3.67 5.67 533 4.67
LPT 6.33 500 3.67 6.33 6.33 533 6.67
LDP 4.33 567 3.67 5.67 433 5.67 4.67
GR 6.00 4.00 6.33 4.33 5.00 5.00 4.00
IR 6.00 8.67 7.00 5.00 6.67 6.67 4.00
MN 4.33 5.67 500 5.67 5.00 4,00 4.84
NP 4.33 6.67 4.67 5.00 7.00 5.00 5.67
YY 4.50 533 8.00 433 6.33 5.00 5.67
FT 3.67 533 5.00 4.00 500 4.00 7.33
LNP 6.33 6.33 533 8.00 733 433 8.67

Rep. totals 62.15 68.00 63.00 60.33 66.32 61.33 69.525
Rep. means 518 5.67 525 5.03 553 511 5.19



Analysis of variance for panicles/plant-Table 3.10

Source of variation Degrees of Sum of squares Mean square
freedom
Var. 1 21.1780 24707
Error 72 91.4657 1.2704
Total 83 118.6437

cv=21.0% ¥ = Significant at 5 % level

Table of variance means for panicles / plant (average over 7 replications)

Var. Ranks
POK 7
KDML 5
KTH 1
LPT 10
LDP 2
GR 6
IR 1
MN 4
NP 8
YY 9
FT 3
LNP 2
Mean

Means followed by a common letter are not significantly different at the 5% level by DMRT.

Means
5334
4,958
4.81a
5.67dx
4.8a
4,958
629 hbe
4.93d
5484
5594
4,90
6.62e
5.36

1.94*
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9

6. Filled grains/panicle data of Table 3.10

6.1 Filled grains/panicle under 0 dS/m (control)

Var. Rep.l Rep.2 Rep.3 Rep.4 Rep.5 Rep.6 Rep.7
POK 65.00 69.84 67.86 38.90 70.37 49.35 53.67
KDML 25.28 2151 29.73 2340 17.07 25.13 21.10
KTH 35.00 55.93 75.58 38.15 39.90 56.77 4181
LPT 56.15 7411 35.30 4981 59.89 34.78 4481
LDP 51.14 39.00 47.85 48.45 26.93 58.39 45.24
GR 55.03 46.08 65.53 84.94 57.27 25.82 48.17
IR 25.37 3091 36.44 3211 3193 22.11 28.14
MN 59.48 56.89 2921 46.92 55.20 65.14 21.62
NP 62.24 46.83 30.77 38.63 48.90 25.07 36.29
YY 36.65 56.18 54.37 99.93 80.93 13.25 78.35
FT 68.98 64.88 60.79 44.62 52.02 5041 53.36
LNP 97.99 72.86 47.73 87.42 53.80 37.86 98.86
Rep. totals 63831 641.02 590.16 63328 59421 533.08 571.82

Rep. means 53.19 53.42 49.18 52.11 49.52 44.42 48.15

Analysis of variance for grains

Source of Degrees of Sum of squares Mean square F
variation freedom
Var. 1 14807.45 1346.13 6.44%*
Error 72 15054.40 209.09
Total 83 29861.85

cv=28.9% ¥*= significant at 1% level
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Table of variance means for grains (average over 7 replications)

Var. Ranks Means
POK 10 59.28¢cd
KDML 1 24.17a
KTH 6 48.99c
LPT 7 50.69¢
LDP 4 45.290c
GR 8 54.78¢cd
IR 2 29.57ab
MN 5 48.64c
NP 3 42.530c
YY il 68.52d
FT 9 57.72cd
LNP 12 70.93d
Mean 50.09

Means followed by a common letter are not significantly different at the 5% level by DMRT.

6.2 Filled grains/panicle under 8 dS/im

Var. Rep.1 Rep.2 Rep.3 Rep.4 Rep.5 Rep.6 Rep.7
POK 67.60 53.94 62.38 50.94 32.04 66.42 35.56
KDML 15.22 14.44 15.75 1713 1851 31.68 5.34
KTH 46.59 51.13 28.78 28.95 29.12 63.74 3391
LPT 22.10 53.82 8.13 34.46 51.64 9.17 22.14
LDP 7742 21.67 36.67 40.84 16.95 4247 32.07
GR 8.43 16.34 30.96 142 48.72 28.07 47.83
IR 16.62 12.27 1.9 593 10.69 1.84 10.92
MN 6.28 6.26 5.26 231 10.86 8.99 6.59
NP 753 24.17 16.24 36.47 40.82 3111 2491
YY 70.98 56.78 4111 24,96 23.82 35.93 71.00
FT 52.49 55.39 47.99 59.37 3179 76.13 38.69
LNP 33.17 56.39 47.99 59.37 3179 76.13 38.69

Rep. totals ~ 425.03 433.88 354.60 351.12 375.14 479.57 386.32
Rep. means 35.42 36.16 29.55 2981 31.26 39.96 3219
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Analysis of variance for grains

Source of Degrees of Sum of squares Mean square F
variation freedom
Var. il 21538.56 1958.05 9.47*
Error 72 14883.05 206.71
Total 83 136421.61

cv =42.9%, ** = significant at 1% level

Table of variance means for grains (average over 7 replications)

Var. Ranks Means
POK 1 52.70e
KDML 3 16.87dc
KTH 8 40.32&
LPT 6 28.78@
LDP 7 38.30
GR 4 26,82

IR 2 1031
MN 1 6.65a
NP 5 26.84lma
YY 9 47.23¢
FT 10 51.69%
LNP 12 55.25¢
Mean 33.48

Means followed by a common letter are not significantly different at the 5% level by DMRT.
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7. 100 Grain weight data of Table 3.11

7.1 100 Grain weight under 0 dS/m (control)

Var. Rep.1 Rep.2 Rep.3 Rep.4 Rep.5 Rep.6 Rep.7
POK 251 2.75 2.10 2.75 2.75 2.10 250
KDML 2.05 1.9 2.20 2.05 2.00 2.10 2.05
KTH 2.26 2.15 2.25 2.05 2.25 2.15 2.15
LPT 2.26 2.05 2.05 2.15 2.25 2.20 2.20
LDP 174 170 1.60 1.55 150 165 1.55
GR 2.29 2.65 2.30 2.50 245 2.20 2.20

IR 1.76 1.50 1.60 1.55 150 175 1.80

MN 3.10 2.80 3.25 2.95 3.10 3.00 3.05

NP 1.85 1.80 175 175 1.80 1.60 1.70

YY 1 1.80 1.60 1.60 175 1.60 1.55

FT 172 1.70 175 1.60 160 115 1.50
LNP 1.25 1.30 1.20 115 1.20 1.30 120
Rep. totals 24.50 24.15 24.25 23.65 24.15 2340 2345
Rep. means 2.04 201 2.02 197 201 1.9 1.95

Analysis of variance for 100 grain weight

Source of Degrees of Sum of squares Mean square F
variation freedom
Var. il 20.66760357 1.87887305 135.67*
Error 72 0.9708571 0.01384841
Total 83 21.66468929

cv=5.9%, ** =significantat 1% level



Table of variance means for 100 grain weight (gm) (average over 7 replications)

Var.

POK.
KDML

KTH
LPT
LDP
GR
IR
MN
NP
YY
FT
LNP

Mean
Means followed by a common letter are not significantly different at the 5% level by DMRT.

Ranks

7.2 100 Grain weight under 8 dS/m
Rep.1

Var.
POK
KDML
KTH
LPT
LDP
GR
IR
MN
NP
YY
F|'
LNP

Rep. totals
Rep. means

2.65
1.90
2.05
2.20
1.55
2.10
1.80
2.60
1.60
140
145
1.30

22.60

1.88

Rep.2
2.80
L75
2.00
2.05
165
2.25
175
2.55
165
150
160
125
22.80
1.90

Rep.3
2.65
190
2.20
2.40
1.50
2.20
1.60
2.60
1.65
150
1.60
1.30
23.10
1.93

Rep.4
2.35
180
2.10
2.15
1.70
2.30
160
2.65
180
145
1.50
115
22.55
188

Rep.5
240
2.15
2.00
2.20
1.55
2.30
165
2.65
170
1.60
1.50
115
22.85
190

Means
2.67b
2.06a
2.18d
2.17d
161f
2.37C
1.644
3.04a
1.75e
1.70¢
157
1.309
2.00

Rep.6
2.65
2.00
2.00
2.20
1.60
2.15
165
2.65
1.60
1.65
1.55
1.15
22.85
1.90

103

Rep.7
2.45
195
2.03
2.20
1.66
2.24
168
2.63
170
162
150
118
22.84
190
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Analysis of variance forl0O grain weight (gm)

Source of variation Degrees of Sum of squares Mean square F
freedom
Var. i 14.79738452 1.34521677 160.54**
Error 72 0.60331429 0.0837937
Total 83 15.40069881

cv=4.8% 1** =significant at 1% level

Table of variance means fori 00 grain weight (gm)(average over 7 replications)

Var, Ranks Means
POK 2 2.56a
KDML 6 1.92d
KTH 5 2.05°
LPT 4 2.200
LDP 9 1.60d
GR 3 2.22b
IR 7 1.68e
MN 1 2.62a
NP 8 1.67e
YY 10 153
FT il 153
LNP 12 1.219
Mean 190

Means followed by a common letter are not significantly different at the 5% level by DMRT.
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