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ABBREVIATIONS

A ahsorbance

BSA bovine serum albumin
CD cyclodextrin

CGTase cyclodextrin glycosyltransferase
cm centimeter

°C degree Celsius

Da Dalton

DEAE diethylaminoethyl

DNA deoxyribonucleic acid
DTT dithiothreitol

EDTA ethylenediamine tetraacetic acid
et al, Et. Alii (Jatin), apd others
0 gram

IPTG Isopropylthiogalactoside
ko kilobase

v catalytic constant

&k m specific constant

Km Michaelis constant

1 litre

0 microgram

ol microlitre

M molar

mA milliampere
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