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Trypethelium i$ a tropical crustose lichen, which is widely distributed in most natural habitats
occurring in Thailand. Sixty-four mycobionts were isolated from lichen thalli collected from various
locations in 15 provinces of Thailand using the ascospore discharge technique. Lichen thalli were
classified into 6 groups based on combination of morphological characters perithecial color, spore
shape, setate number and 10% KOH reaction. The ITS polymorphism of these mycobionts was
determined by RFLP technique. ITS-RFLP analysis among isolated mycobionts divided them into 22
genotypes and showed high genetic variation in ITS region. ITS and mtssu in the representive

ycobiont of each genotypte were sequenced and phylogenetic analysis were performed. Both ITS
ans mtssu sequences were corresponded on phylogenetic tree divided mycobionts to two major
clades with high bootstrap values. One clade was the mycobionts in genus Pyrenula, another was
the mycobiont  genus Trypethelium. The phylogenetic analysis clearly confirmed separation
between Pyrenula and Trypethelium Since identification based on sole morphological characters was
difficult. Phylogenetic combination of ITS and mtssu sequences showed that at least nine
Trypethelium species were presented — Thailand. Three Trypethelium species, Trypethelium
nitidiusculum  Trypethelium tropicum and Trypethelium eluteriae Were strongly or identified by
morphological characters and mtssu sequence analysis. The phylogenetic tree revealed that
T. eluteriae could be clearly separated into 3 species. The taxonomic position of T. eluteriae should
be revaluated using morphological and molecular data.

Secondary metabolites of the representative from each genotypes were isolated by TLC
technique using Cht2CIzMeOH (10:0.2) as solvent system. The chemical patterns from these
mycobionts were separated into 8 groups. The antimicrobial potential activity of these genotypes was
tested with bacteria Escherichia coli and Staphylococcus aureus, yeast (Candida albicans) and
filamentous fungus (Aspergillus niger) by bioautography technique. Only Trypethelium isolate
KY 418 showed antimicrobial activities against E. coliat Rfvalue 0.12 and 0.56, . aureus at Rf value
0.12 and c. albicans at Rfvalue 0.09 and inhibition of spore formation of A niger was also observed
from Rf range 0.09 to 0.56.
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