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Randomly amplified polymorphic DNA (RAPD) analysis was used to examine genetic
population structure of Penaeus monodon in Thailand using three primers (UBC263, UBC273 
and UBC299). Five geographic samples ; Satun, Trang and Phangnga located in the Andaman Sea 
and Chumphon and Trat located in the Gulf of Thailand were collected. A total of 53 RAPD 
fragments ranging from 200-1600 bp in size were scored. Eighty-eight RAPD patterns were observed 
for overall samples (30, 32 and 26 patterns from UBC268, UBC273 and UBC299, respectively). 
Considering private haplotypes and distribution frequencies, p. monodon from Trat were genetically 
different from the remaining samples. The primer UBC268 generated a fragment of 260 bp 
in lengh found in almost all of Trat (90.2%) and Chumphon specimens (8%) but completely 
disappeared in those from the Andaman Sea (Satun, Trang and Phangnga).

Dendrograms constructed using unweight pair-group method with arithmetic average
(UPGMA) allocated 5 geographic p. monodon samples to two genetically isolated groups constituting 
of Trat and Satun, Trang, Phungnga and Chumphon. Geographic heterogeneity analysis using 
pseudo chi-square test based on Monte Carlo simulation, indicated highly significant genetic 
differences of p. monodon between the Andaman Sea and the Gulf of Thailand (p < 0.0001). 
Within the population in the Gulf of Thailand, Chumphon and Trat, there was also significant genetic 
differences (P < 0.0001). Five geographic samples of p. monodon could be regarded to be 3 separated 
stocks ; A (Trat), B (the Andaman Sea) and c  (Chumphon).
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