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APPENDIX A

RAPD-PCR patterns using primer OPAQ7, OPA11l and OPA12 for each group
of 16 groups of 1. clareae and 2 groups of 1. kuenigerum.
Primer QPAQ7
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Primer QPAI2 (continue)



Genotype for each primer in 16 sample groups of 7. clereae and 2 0f 1. koenigerum.
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OPAZL1 primer (Continue)
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