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The genus Goniothalamus Hook. f. & Thomson is one of the largest genera of the
family Annonaceae. Its members are widespread ~ tropical and subtropical Asia. Little is
known of the phylogenetic relationships within the genus. Thus, to evaluate evolutionary
history and relationships among its members and to understand the evolution of selected
morphological character, the trnL-F intergenic spacer and nuclear ITS region markers were
employed. The results suggested that Goniothalamus is likely to be onophyletic, with the
G. tamirensis-G. elegans clade sister to the rest of the genus. The larger clade was divided
into four recognizable subclades. Almost 43 morphological characters when evaluated on
the molecular tree were homoplastic. However, as many as 9 characters were partial
informative as these are synapomorphic for some clades. The phylogeny was highly
incongruent with Ban’s classification; thus a new classification scheme should be proposed

based on new evidence of molecular and morphological analyses.
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