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Table  A l  List of selective primer combinations used in cDNA-AFLP analysis

E + AA (El) E + AT (E2) E + AG (E3) E + AC (E4) E + TA (E5) E + TT (E6) E + TC (E7)

M + AA (M l) M 4 AA (M l) M + AA (M l) M t AA (M l) M 4- AA (M l) M t- AA (M l) M mAA (M l)

M + AT (M2) M 4 AT (M2) M 4 AT (M2) M î AT (M2) M -r AT (M2) M t- AT (M2) M 4- AT (M2)

M + AC (M3) M + AC (M3) M + AC (M3) M t AC (M3) M 4- AC (M3) M 4- AC (M3) M 4- AC (M3)

M + AG (M4) M + AG (M4) M 4 AG (M4) M t AG (M4) M 4 AG (M4) M 4- AG (M4) M 4- AG (M4)

M + TA (M5) M 4 TA (M5) M 4 TA (M5) M + TA (M5) M 4 TA (M5) M 4- TA (M5) M 4- TA (M5)

M + TT (M6) M + TT (M6) M ■+ TT (M6) M i TT (M6) M + TT (M6) M 4 TT (M6) M -f TT (M6)

M + TC (M7) M 4 TC (M7) M 4 TC (M7) M * TC (M7) M 4- TC (M7) M 4 TC (M7) M m TC (M7)

M + TG (M8) M + TG ( M 8 ) M 4 TG (M8) M 4 TG (M8) M 4- TG (M8) M 4- TG (M8) M 4- TG (M8)

M + CA (M9) M + CA (M9) M 4 CA (M9) M m CA (M9) M 4- CA (M9) M 4- CA (M9) M 4- CA (M9)

M + CT (M10) M 4 CT (M10) M 4 CT (M10) M 4 CT (M10) M 4- CT (M10) M 4- CT (M10) M 4- CT (M10)

M + c c (M il) M 4 CC (M il) M L CC (M il) M 4 CC (M il) M 4 CC (M il) M 4 CC (M il) M 4- CC (M il)

M + CG (M12) M 4 CG (M12) M 4 CG (M12) M 4 CG (M12) M 4- CG (M12) M 4- CG (M12) M 4 CG (M12)

M + GA (M13) M 4 GA (M13) M + GA (M13) M 4 GA (M13) M 4 GA (M13) M t GA (M13) M + GA (M13)

M + GT (M l 4) M -1- GT (M14) M 4 GT (M14) M 4 GT (M14) M 4- GT (M14) M 4- GT (M14) M 4 GT (M14)

M + GC (M15) M 4 GC (M15) M 4 GC (M15) M 4 GC (M15) M 4- GC (M l 5) M 4 GC (M15) M 4 GC (M15)

M + GG (M16) M 4 GG (M16) M 4 GG (M16) M 4 GG (M16) M 4- GG (M16) M 4- GG (M16) M 4 GG (M16)

E + TG (E8) E + GT (E10) E + GC (E li) E + GG (E 12) E + CT (E 14) E + CC (E 15) E + CG (E16)

M + AA (M l) M 4 AA (M l) M t AA (M l) M 4 AA (M l) M 4- AA (M l) M 4 AA (M l) M 4 AA (M l)

M + AT (M2) M 4 AT (M2) M 4 AT (M2) M 1 AT (M2) M 4 AT (M2) M L AT (M2) M 4 AT (M2)

M + AC (M3) M 4 AC (M3) M + AC (M3) M 4 AC (M3) M 4- AC (M3) M 4- AC (M3) M 4 AC (M3)

M + AG (M4) M 4 AG (M4) M F AG (M4) M + AG (M4) M 4- AG (M4) M 4- AG (M4) M 4 AG (M4)

M + TA (M5) M 4 TA (M5) M - TA (M5) M t TA (M5) M 4- TA (M5) M 4 TA (M5) M 4 TA (M5)

M + TT (M6) M 4 TT (M6) M 4 TT (M6) M + TT (M6) M 4- TT (M6) M 4- TT (M6) M 4 TT (M6)

M + TC (M7) M 4 TC (M7) M 4 TC (M7) M + IC (M7) M 4- TC (M7) M 4- TC (M7)

M + TG (M8) M 4 TG (M8) M + TG (M8) M t TG (M8) M 4 TG (M8) M 4 TG (M8)

M + CA (M9) M + CA (M9) M + CA (M9) M 4- CA (M9) M 4 CA (M9) M 4- CA (M9)

M + CT (M10) M F CT (M10) M 4 CT (M10) M 1 CT (M10) M 4 CT (M10) M 4- CT (M10)

M + CC (M il) M + CC (M il) M + CC (M il) M + CC (M U ) M 4 CC (M il) M 4- CC (M il)

M + CG (M12) M 4 CG (M12) M 4 CG (M12) M t CG (M12) M 4- CG (M12) M 4- CG (M12)

M + GA (M13) M m GA (M13) M + GA (M13) M * GA (M13) M 4- GA (M13) M 4 GA (M13)

M + GT (M l 4) M 4 GT (M14) M 4 GT (M14) M + GT (M14) M 4- GT (M l 4) M - GT (M l 4)

M + GC (M15) M 4 GC (M15) M 4 GC (M15) M 4 GC (M15) M 4- GC (M15) M 4- GC (M15)

M + GG (M16) M + GG (M16) M + GG (M16) M + GG (M16) M 4- GG (M16) M 4- GG (M16)

The primers were FcoRI (EO) and MseI (MO) pre-selective primers which tw o  selective nucleotides were added 

to  the  3' end.
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Table A2 Genes, primer sequences, annealing temperature (Tm), and number of PCR 

cycles used in semi-quantitative reverse transcription PCR

Gene Primers Sequences (51— >3') Tm (°C) PCR cycles

0s03§0661900 661900F T CTGGGAGT CTT GT CGGTT c 62 25

661900R CAT GGCAGT GAGGCACTCTA

0s06g0646400 646400F T ACACCACCCAAATGTCGTG 59 25

646400R GCATATTGGACGCTGAGGAT

0sl0§0518200 518200F TTTTATGGATGAGCACCCTGG 59 28

518200R GGT GT ACT GCCGGATAGCAA

Os02g01 75700 175700F GAGGAGCACCCAACCCTTTC 67 32

175700R TT GAGAGACAGCCATT GCCA

0s06g0478600 478600F CT CAGGCT GCT GT ccATGTc 67 25

478600R GGACAGAAGAAGGGACGACG

0s02g0759700 759700F CAGGTTTCCGGGATGTCAAT 60 28

759700R T GCGCTGGCAAAAGT AGAGA

0s07g0627300 627300F GGCCAAGGATGACGAGCTAT 59 32

627300R CGTCCATGCTTTGGCTTGTA

OS07g0240300 240300F GATGGGGATAATGGTGGTGG 66 30

240300R AACACGCCCAAGAAGACCT G

Os07§0645100 645100F AGGGAACGCGAGGACATCTA 62 25

645100R TGAAAAGCAAGCTCGGCATA

0s02g0560450 560450F GCT GCCACCGACGACAT c 65 28

560450R T CTT GTCGGAAACAGCGATCT

Os08§0179900 179900F ATCACCACCAAAACACCCCT 65 30
179900R AACT CCCAGT CGT CCACCT c

OS05§0392100 392100F ACCAT GGAAGAT GGGTGTGC 59 32

392100R CCAT CATCAGTTGCGTCACA

0s03g0569000 569000F CTT GTCCTCGCGATT CAT cA 65 30

569000R T GT GCATTGCCTTCTT GACA

0sl2§0624700 624700F CGAGATACGCCTACACCTGG 67 28
624700R CGTT GCTGGTT GAAGACCAA

0sllg0210500° 210500F ATCAAGGGGAAGCCCATCTT 63 30
210500R GT CCACCGTT GGT CAT CT CA

0s05g0536400° 536400F CACACCGTT CAA1TT cccAT 55 25
536400R TTTCCAGTCAAAACCA SCATC

actl (actin) actinlF GAGGCTCCT CT CAACCCCAA 55 25
actinlR GT GAGATcACGCCCACSAAG

aGenes involved in the ethanolic fermentation pathwa / in rice (Lasanthi-Kudahettige et at, 2007)
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