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meEwand 4 anasuazgompiinanzeslumssadausaiindueulmisiiniie Wdl

NIIMAREY

wulmd | Tris-HCI | Tris-HCI NaCl MgCl, KClI frumyd
pH7.4(mM) | pHB.OIMM) | (mM) (mM) (mM) ()
Accl 37
BamHi - 37
Clal 37
EcoRl 37
Hindlll - 37
Kpnl 50 37
Miul - 37
Nael - 37
Pstl : 37
Puull - 37
Sall - 37
Seal 50 37
Smal 50 30
Xbal - 37
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MARWANT 5 unusantsainAiuegnuan pCSBCS uaz pCSBCB {i&ﬁ-ﬁ’nﬁ. 2536)

Ehromosomal DNA from Bacillus A,

partial digestion with Sau3Al

CGTase gene

| ﬁ, Sau3Al Sau3Al

T, DNA ligase
I PstI
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ﬂiﬂﬂnﬁ.ﬂﬁ_ﬁ %Hﬂﬂuﬂﬂi'ﬁ"l Southern-blot transfer (Southern, 1975)

; A B
Wick Draped Over Gel Placed
Glass Plate Over Wick

Glass

<+— G Paper Towels

Whatman JMM
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Glass Plate
Wick
q " Buller
: +— Tray
Layers of Blot
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(A) Position of wick over glassplate. (B) Gel is placed on wick.
(C) Schematic illustration of complete Southem bloting set-up.
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