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Determination of DNA sequence of a 3.0 kb DNA insert in pCSBCE8 was
performed, Pstl/Pvull-digested 3.0 kb DNA insert from pCSBCB was ligated to
Pstl/Smal-digested pUCl1l8 and transformed into E. coli JMl0l. The recombinant
plasmid pCSBCLS was isolated. The nucleotide sequences of both 5 and 3 side
of 3.0 kb DNA insert were determined. 607 and 213 base pairs of nucleotide
sequence were obtained by using forpl imer and reverse primer designated
as pCSBC15F and pCSBCL5R, respegiaNegly ' #-h sequences were analyzed by using
DNA strider 1.0 for restrictio s, ranslation, 6-phase ORF as well
as sequence comparison with & g S, The correct amino acid
sequence and ORF for CGTasg e potgpe ¥ ued. It was also found that
the DNA sequences had no hoimes itlf otMemmeatace genes. By using a-CGTase
gene from B. macerans and LU ‘ 2= probes to trace CGTase
gene in Bacillus sp. All . ; RoCSBC5 and pCSBCB, a-CGTase
gene probe could hybridize ‘ A We of Bacillus sp. All,
pCSBC5 and pCSBCB. DNA T ShoWmlto hybridize with pSCBCS
and pCSBCE but not restricgoy ' rom Bacillus sp. All,

4.4 - 6.6 kb BamHl-digesy 1 were cloned into E. coli
JM101 by using plasmid Vecy N s were screened and

selected by dot-blot hybx iy L gl asmid pCSBClE was selected.
Tt contains an approximafe RS 4007 108k A 1% transformant has no
dextrinizing activity as dgfe r olysis method on agar plate.
Restriction mapping of pCSBEC hown to be very similar to
pCSBCS though it was about J than pCSBCS.
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