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Xenoestrogen can induce vitellogenin (v¢g) and choriogenin (chg) genes
expression in liver of male and juvenile fish which normally expressed in liver of
spawning female fish under estrogen control. In this research we cloned and characterized
estrogen receptor (ER), choriogenin (chg) and vitellogenin (vzg) genes in liver of
greenback mullet, Liza subviridis and studied estrogen response at mRNA expression
level of chg and vig genes by semi-quantitative RT-PCR for application to biomarker for
detecting xenoestrogen in water. The result showed open reading frame of ERa, ERf,
chg-L, and vtg-1 genes at size 1863, 1431, 1260 and 4653 bp that encode ERa, ERS,
Chg-L, and Vtg-1 which include 620, 476, 419, and 1,550 amino acid residues,
respectively. We can determine partial coding sequence of cig-H that encode polypeptide
which include 310 amino acid residues and 96 % of coding sequence of v¢g-3. The result
of estrogen response of chg-L, chg-H, and vig-3 at mRNA expression level by injection
estrogen intraperitoneally at dose 0, 0.05, 0.1, 0.25, 0.5, 1 and 5 mg/kg body weight show
chg-L and chg-H expression level increase statistical significant (P < 0.05) after 3 and 6
days exposed with estrogen at dose 5 mg/kg and vig-3 expression level increase statistical
significant (P < 0.05) after 3 days exposed with estrogen at dose 5 mg/kg. Measurement of
chg-L, chg-H, and vtg-3 expression level in liver of male and/or juvenile greenback muliet
Liza subviridis by semi-quantitative RT-PCR that develop in this research can use for

detecting xenoestrogen contamination in water.
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EDTA Ethylenediaminetetraacetate
g Gram
g Gravity (multiples of, as in centrifugal field)
HCI Hydrochioric acid
h hour
IPTG Isopropyl-thiogalactoside
kb Kilo base
kDa Kilo dalton
LB Luria-Bertani
M Molar (mole per litres)
MgCl, Magnesium chloride
mg Milligram
min Minute
ml Milliliter
mM Millimolar
ng Nanogram
oD Optical density

PCR Polymerase chain reaction



RNaseA
rpm
sDS

Tm

Tris

Hg
ul

UM
uv
viv

wiv

xviii
Ribonuclease A
Revolution per minute
Sodium dodecy! sulfate
Temperature, melting
Tris (hydroxy methyl) aminomethane
Unit
Microgram
Microlitre
Micromolar
Ultraviolet
Volume / volume {(concentration)
Weight / volume (concentration)

Lambda
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