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Amplification of gp55 region of classical swine fever virus by RT-PCR with forward
primer A8 (5 CCAYTTCCGTGACATTCGAGCTCCT 3’) and reverse primer 1R (5
TAGCTGTCCCTGGGCTCATARTACTT 3), then the 717 bp amplicon were generated.
Differentiation between viral strains were achieved by cutting the RT-PCR amplified
products with the restriction endonuclease Ppu Ml and Xho II. Using of these enzymes it
was possible to distinguish three groups of CSFV; group | contained vaccine and foreign
field strains, group Il contained ALD reference strain and group Il contained Thai field
isolates. Twenty positive field samples by virus isolation and identification were analyzed
but only fifteen samples were amplified with A8 and 1R. Various pattern or restriction
fragments were observed and could be classified into three groups. This indicates the
genomic diversity of CSFV among Thai Isolates. addition, the study reveals the

potential of using RT-PCR together with RFLPs for diagnosis of CSFV infection.
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