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Porcine epidemic diarrhea virus (PEDV) causes acute diarrhea, vomiting, severe 

dehydration and lead to sudden death เท neonatal pigs less than 7 days old. The outbreak of 

PEDV เท Thailand has been found since 2007 and remains spreading into many areas. เท this 

study, the genetic diversity of twenty-one PEDV isolates from pig cases during 2011-2012 

based on partial spike (ร) and nucleocapsid (N) gene sequences was investigated by 

comparing with previous Thai isolates, PED vaccine strains and reference PEDV isolates. 

Based on partial ร gene sequence, the current Thai isolates shared genetic similarity between 

90.50-100%. Among this comparison, only one isolate was separated from main cluster and 

shared the lowest nucleotide identity ranging from 90.50-93.55% to others. Regarding to 

partial N gene sequence, the genetic relationship among current isolates had more close 

relationship with a ranging from 97.67-100% of nucleotide identity and all current isolates were 

located เท the same clade. Furthermore, the current isolates had ร gene sequence closely 

related to previous Thai and Chinese isolates by sharing nucleotide identity between 97.55- 

99.53% and 96.26-98.82%, respectively. For partial N gene sequence analysis, current Thai 

isolates also shared high nucleotide similarity to Chinese isolates between 94.00-99.52%. 

Therefore, the Thai PEDV isolates during 2011-2012 might have been originated from Chinese 

clade.
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