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«Current Thai isolates-

appendix a: Figure of sequence alignment of current Thai isolates and reference isolates based on partial —gene sequences
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gene nucleotide sequences alignment of current Thai isolates as compared to reference isolates.
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Appendix B: Figure of sequence alignment of current Thai isolates and reference isolates based on partial N gene sequences
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Figure22: The partial N gene amino acid sequences alignment of current Thai isolates as compared to reference isolates.
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