(Research Design)
(Cross-sectional descriptive study)

(Research Methodology)

3.1 (Population) (Sample)
311
2541 2542
312
L Immunosuppressive agents radliation ( ), glucocorticoids
physiologic dosage ( cortisol 12.5 mg/mZday)
1 , Cytotoxic drugs cyclophosphamide, cyclosporine
2.1nfiltrative and hematologic diseases  leukemia , lymphoma, aplastic anemia
3, uremia
4, HIV
313 Cytomegalovirus
CMV-DNAT
Cytomegalovirus  ( pilot study 25
CMV-DNA 2 ) 8% 5%
95%
1C 2062 = 1.96 (two tail)
za 2pg/d2
b = 0.08
g 1008 = 092
d acceptable error = 0.05

(1.96)2(0.08X0.92) /(0.05)2 = 113
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3.2, (Observation & Measurement)
L 5
2
3. . ant-CMV 1gG, anti-CMV
IgM, CMV-DNA
serology
anti-CMV  1gG ELISA HUMAN
(Wieshaden,Germany)
* Dilution buffer  anti-human IgG interfere  rheumatoid factor
competition  specific IgG
anti-CMV  IgM ELISA HUMAN
( ieshaden,Germany)
* mononucleosis Epstem-Barr virus

Epstein-Barr virus
CMV IgM antibody
CMV-DNA
CMV-DNA
L Primers selection
primers

Immediate early protein 1(IE1)

N0.X03922 3) primers 2
981-1000
1270-1251
1011-1030
1240-1221
PCR

230 base pair

B-cell proliferation reactivation

Polymerase chain reaction (PCR)

CMV-DNA (conserve region)
Gene bank  accession
nested PCR
, TXTCCAAGT CTCCACccc AT 3
GTACTTACGTCACTCTIGGC &
5 GGGAGT TTGTTTTGG CACCA 3
5 CGC GTTCCAATGCACCGTTC &

product band 290 base pair
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2.DNA extraction and detection

serum 10 pi inactivate I microwave 4
nested PCR primer PCR reaction mixture
2.5 Taq polymerase , 200 pM dNTP , 05 pM primer :
100 raM buffer 15 mM MgCl; 5 pi 9%°C
1 (dénaturation) 555°C 1 (amealing), 72°C 2 (extension )
30 72°c 5  (final extension)
nested PCR primer template  19PCR
amplification PCR product 2.5% agarose
gel 90 V. 1 gel ethidium bromide
uv DNA size marker ( )
33« 1y (Data Collection)
1 5, /i
2.
3. :anti-CMV IgG, anti-CMV IgM, CMV-DNA
3.4 (Data Analysis)

Serology! anti -CMV IgG ,anti -CMV IgM)
CMV-DNA ( )
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Il (Conceptual Framework)

Cytomegalovirus infection

T TN,

Immunocompetent  host Immunocompromised  host
| A \
primary irje-ction primary infection latent infection
|atent infection reactivation of infection

CMV-DNA in leukocyte CMV-DNA in serum
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