11

4

5

11
12
1.3

31 . aureus

32 . cereus
3.3E. coli

34 Salmonella Spp.

3.5 V. parahaemolyticus

41 (Conforms bacteria)

4.2

(Fecal conforms hacteria)
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pH

1 @5

1 2 20 1
I
pH 0-14
pH I pH " 7

2 Aerobes



60

13

Anaerobes

10-20 70-100
10

60

510
100-120



60

60

31
311

312

313

3.2
60
3.3

60
34

60

10



(8,9)



(foodborne infections)
(food poisoning)

(foodborne infections)

(virulence factors)

1-6

(water-borne  disease)
(fecal-oral route)

3 1
31 . aureus
Micrococcus
Staphylococcus
staphyloenterotoxemia

. aureus

6 8

(food poisoning)

(10-16)

(carrier)

Staphyloenterotoxicosis,



13

. aureus
enterotoxin . aureus
. aureus
2-3
L
2.
3
4,
3.2 B. cereus
Bacillaceae 1-2x3-5

. Cereus
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. Cereus

6-15
24
0.5-6
24
, Cereus
7°C 55-60°C
33 E cal
Enterobacteriaceae 0.4-0.7x1-3.5
. coli diarrheagenic . coli  pathogenic . coli
5 Enteropathogenic . coli (EPEC) EPEC

, Enterotoxigenic . coli (ETEC)
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ETEC
, Enteroinvasive E. coli (EIEC) EIEC

, Enterohemorrhagic E. coli (EHEC) ~ EHEC

Enteroaggregative
E. COIl(EAEC)
E. coli
E. coli serotype
E. coli
diarrheagenic E. coli diarrheagenic E. coll
5
1. Enterotoxigenic E. coli (ETEC)
1 5
travelers diarrhea
colonization factor antigen (CFA) fimbriae
pill (colonize) (enterotoxin)
(watery diarrhea)
2. Enteroinvasive E. coli (EIEC) EIEC
enterotoxin invasive virulence
factor epithelial cell

inflammatory response

3. Enteropathogenic E. coli (EPEC)
18 (infantile diarrhea)



EPEC
enterotoxin

hemorrhagic

E. coli 015
E. coli 015

invasive virulence factor
4. Enterohemorrhagic E. coli (EHEC)

colitis

[H7
HT

hemolytic uremic syndrome

10

b. Enteroaggregative £. coli (EaggEC)
(persistent diarrhea)

.invade

EPEC

39

(aggregative)

E. coli
100 15

16



3.4 Salmonella spp.

7

1" Enterobacteriaceae 0.6x1-

3 (facultative

anaerobic) (peritrichous
flagella) . gallinarum . pullorum  Salmonella Spp.
. typhi

salmonella Spp. !
salmonella Spp. 90

2

) Salmonella Spp. (Salmone

( food poisoning

2-4

105109 Salmonella Spp.
(Gastroenteritis)
ua food poisoning)
. typnimurium
4-48
. aureus)
38-39
bacteremia
3-4

2. (Septicemia)



septicemia 2

shock . cholerasuis

3. (Enteric fever)

. typhi . paratyphi

105
1-14

39-40

2-3 2-5

salmonellosis
Salmonella Spp.

salmonellosis
Salmonella Spp. 108109

1-5 salmonellosis

(type) A, B, C

12

108109

6-48

18

septicemia

septicemia

3-35



20 (17)

Salmonella Spp.
100 1

Salmonella Spp.

3.5 V. parahaemolyticus
Vibrionaceae
0.4-0.6x1-3

19

Salmonella Spp.
Salmonella spp.

60 4-5

Salmonella SPp.

(obligate halophile)
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I, parahaemolyticus

V. parahaemolyticus

4-96
: 15
! 2-3
4 [ (18,19)
4.1 (Conforms bacteria)
(aerobic)
(anaerobic) (facultative anaerohes)
(gram negative) 0.6x2-4
(rod shape) (non-spore forming) (lactose)
3 24 48
(Brillant Green Lactose Bile
broth) 3 48

(EMB, Eosine Methylene Blue Agar) 25
24
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Escherichia SPP.,
Enterobacter SPP., Klebsiella SPP., Citrobacter SPP., Seratia SPP. 1

(Sanitation Inclex)
(Pathogenic bacteria)

4.2 (Fecal conforms bacteria)
(aerobic and facultative

anaerobic bacteria)
44.5 24

E. coli

17 2 2 2

. .2536
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(.. 253%)

, MPN E. coli , . aureus C. perfringens
\ parahaemolyticus
Salmonella SPP. . derby . panama
(21) Salmonella SPP.
30 219 Salmonella Spp. 15 50
20 91 i 6 group BC |,
EK Q . anatum 45 . derby 2
(22)
3 (..253% .. 253
44,213
15769, 15,755 12,689 Salmonella SPp.

5491\ cholerae 01 1375, Shigella Spp, 10.06, V. cholerae
non 01/non 0139 4,03, v. cholerae 0139 3.61, V. parahaemolyticus
2.76, Diarrheagenic E. coli 1.34, Aeromonas Spp. 0.82,
Plesiomonas shigellosis 041, Edwardsiella tarda 0.04 8.27
7.1, 1550,
1.93, 143 1.05,
097, 0.78 063  Salmonella Spp.
3551, 14.22
1.29 1.26, 0.88,
0.76, 046 0.52 serovars
) . enteritidis, . eltevreden, . derby, . typhimurium
. anatum . enteritidis 1
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3 Shigella spp.  serotype 5 . sonnei,
. flexneri Varx, . flexneri 28, . flexneri type 6, . flexneri 3a
V. cholerae 01 serotype V. cholerae 01 biotype El-Tor serotype Ogawa
1348, V. cholerae 01 biotype El-Tor serotype Inaba 0.26
13.70, 0.04, 0.01 V. cholerae 0139
2536 1,452 2531 1453 1
2538 0.01, 0.02
14 parahaemolyticus 2.54, 0.16,
0.02, 0.01 0.01 Shigella spp., Diarrhaegenic

E. coli  Plesiomonas shigelloides

(23)
6
' Conforms
(Screening Test (SI-2)) i)
2,164
22 2,164 612 1,278
214
54.25 / 100
85 66.7 12
56 7
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(24)
1 30 50
Swab 20
10 100
. .2540 Standard Conventional Method
i i 6
60 (@1 )2 3 3
2 1 Salmonella Spp., . aureus, V. parahaemolyticus
1. cholerae nond/ 0 0139 51L/% 7, 5
.panama Y cholerae non 01/non 0139 . aureus . emek,
. anatum, . orion V. cholerae non 01/ non 0139 . anatum,
V. parahaemolyticus V. cholerae non 01/non 0139 14 parahaemolyticus
14 cholerae non 01/non 0139 E. coli 0157:H7
(swah)
20

(&) 67

26 18 171
26 2540 -
2541
total plate

count (TPC), conforms E. coll
. aureus, B. cereus, Salmonella Spp., Shigella spp., V. cholerae
1. parahaemolyticus spread plate count, MPN (Most Probable Number)

474 20.9
39 TPC, conforms, E. coli
.aureus  B. cereus 500,429, 143 143 643
TPC 100

dé
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TPC 189
conforms 100.0 Salmonella spp.,
Shigella spp., V. cholerae V. parahaemolyticus

4 154
(26)
swab
1,216
360 (610 ) 93 (308 ) 156
(298 ) Salmonella spp., Shigella spp., 1. cholerae 01/0139,
V. cholerae non 01/non 0139, V. parahaemolyticus, . aureus B. cereus
Standard Conventional Method Salmonella spp.
89 1.32
8 29.63, 3 13.04, 38
11.08, 1 6.6, 6 6.59,
2 6.45, 3 6.25, 14
543, 7 3.61, 6 4,08
1 5 Salmonella Spp.
28 . B. cereus 28 .V cholerae non 01/non 0139 22 .. aureus
8 V. parahaemolyticus 2 I/, cholerae 0139
1 Shigella spp.
(27) 161
/ ' 89 37 287
Vibrio spp., Salmonella Spp.,
Shigella spp., V. parahaemolyticus . aureus standard
Conventional Method Salmonella spp. serovar

58 2021
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34 211 / 13 14.16 i
29.7 Salmonella spp. 26 9.06,

. aureus 19 6.62, V. cholerae 0 0 0 0139 13

453 Salmonella spp. serovar 9 serovars
3 . Weltevreden 9 34.61, . Rlssen

5 19.23, . Lexington 4 15.38

Shigella spp. V. cholerae 01/0139 V. parahaemolyticus

(28)
9
1 50 450
5
ARR-BL LT,
4.0 E. coli
58 . aureus 6.9
18 14 10
80
60
24.4 211
178 C. perfringens, Salmonella Spp. V. parahaemolyticus
(29)
'l Y L 3 2539
2540 4

120 30



. aureus

. aureus, Salmonella spp.
E. coli

E. coli
B. cereus

Salmonella Spp.
cereus

27
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